Absconditicoccaceae G1 HM I 340 874 879

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

_—
Absconditicoccaceae G1 bacterium HMT 875 str JCVI 11 bin 10 id GCA 015258205 1 Ill--H I\ IIII | l
Absconditicoccaceae G1 bacterium HMT 875 str ERR2764810 bin 2 metaWRAP v1 1 MAG id GCA 916048315 1 ||| GGG | N |
Absconditicoccaceae G1 bacterium HMT 875 str T B F MAG 00004 id GCA 013333295 2 [ NG 1| Il 1]

Absconditicoccaceae G1 bacterium HMT 875 str SRR15235650 bin 7 metaWRAP v1 1 MAG id GCA 916720055 1 (||| N NI N | B
Absconditicoccaceae G1 bacterium HMT 875 str SRR8114094 bin 42 CONCOCT v1 1 MAG id GCA 937989475 1 ||| EEEEGEGN | | B

Absconditicoccaceae G1 bacterium HMT 345 str ERR589616 bin 43 CONCOCT v1 1 MAG id GCA 938045525 1 | || I B B i I
Absconditicoccaceae G1 bacterium HMT 345 str HOT 345 id GCA 003260355 1 ‘I I | I- ‘l _H “ |I I -
Absconditicoccaceae G1 bacterium HMT 874 str P A F MAG 00010 id GCA 013333915 2 ‘I‘I“ I-I‘l I - ‘ ‘ . -
Absconditicoccaceae G1 bacterium HMT 874 str P B M MAG 00018 id GCA 013333605 2 ||| e e N I
CoG20 FUNCTION  HHMA I 00 1 0 1 O 0 e e e T e e YT

KOfarm U1 IR | 11 AT o T
P BT 0 D A S s

CAZyme UNKNOWN (2708) il KNOWN (50)
COG20 CATEGORY  ynknown (1864 B KNOWN (894)

COGZO FU NCTION UNKNOWN (1864) Bl KNOWN (894)
COGQO PATHWAY UNKNOWN (2498) B KNOWN (260)
KEGG BRITE UNKNOWN (2268) B KNOWN (490)

KEGG Class  ynknown (2718) [l KNOWN (40)

KEGG Module UNKNOWN (2718) [l KNOWN (40)

KOfam - ynknown (2268) i KNOWN (490)

Pfam  unkvown (1671) i KNOWN (1087)




