Achromobacter xylosoxidans homd HM | 343

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Achromobacter xylosoxidans str A8 id GCA 000165835 1 \ I _

Achromobacter xylosoxidans str AX NCIMB 11015 WG id GCA 900009115 1 ‘ -
Achromobacter xylosoxidans str NBRC 15126 ATCC 27061 id GCA 000508285 1 - _‘
Achromobacter xylosoxidans str FDAARGOS 789 id GCA 013343135 1 -_

Achromobacter xylosoxidans str NBRC 15126 id GCA 001598595 1
Achromobacter xylosoxidans str NCTC10807 id GCA 001457475 1

Achromobacter xylosoxidans str PartM Axylosoxidans RM8376 id GCA 022870085 1
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CAZyme  |nwnown gasa B KNOWN (150)
COG20 CATEGORY B KNOWN (6937) | | UNKNOWN (1697)

COGZO FU NCTION B KNOWN (6937) | | UNKNOWN (1697)
COGZO PATHWAY UNKNOWN (7188) B KNOWN (1446)
KEGG BRITE B KNOWN (5041) UNKNOWN (3593)

KEGG CIaSS UNKNOWN (7689) Bl KNOWN (945)

KEGG MOdUIe UNKNOWN (7689) Bl KNOWN (945)

KOfam g known 050 unknown @ssa)

Pfam g «nvown 7278)  unknown (13s6)




