
Acidovorax temperans str SKS3 bin6 id GCA 021849105 1
Acidovorax temperans str clean1930 id GCA 027321625 1

Acidovorax temperans str IB03 id GCA 016406015 1
Acidovorax temperans str KY4 id GCA 000935585 1

Acidovorax temperans str SP39 3 metabat2 genome mining 9 id GCA 913778555 1
Acidovorax temperans str DSM 7270 id GCA 006716905 1

Acidovorax temperans str LMJ id GCA 028596105 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Acidovorax... none 180 0 1

Acidovorax... none 180 0 1

Acidovorax... none 180 0 1

Acidovorax... none 180 0 1

Acidovorax... none 180 0 1

Acidovorax... none 180 0 1

Acidovorax... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 34

num_genes_... sqrt 0 0 7.2111

num_genome... none 0 0 7

Acidovorax temperans homd HMT 216
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6193) KNOWN (119)CAZyme

KNOWN (4652) UNKNOWN (1660)COG20 CATEGORY

KNOWN (4652) UNKNOWN (1660)COG20 FUNCTION

UNKNOWN (5369) KNOWN (943)COG20 PATHWAY

KNOWN (3352) UNKNOWN (2960)KEGG BRITE

UNKNOWN (5671) KNOWN (641)KEGG Class

UNKNOWN (5671) KNOWN (641)KEGG Module

KNOWN (3357) UNKNOWN (2955)KOfam

KNOWN (4917) UNKNOWN (1395)Pfam


