
Acinetobacter johnsonii str CIP 64 6 id GCA 000368045 1
Acinetobacter johnsonii str FDAARGOS 910 id GCA 016027055 1

Acinetobacter johnsonii str NCTC10308 id GCA 900444855 1
Acinetobacter johnsonii str Acsw19 id GCA 008180305 1

Acinetobacter johnsonii str AJ413 id GCA 021496365 1
Acinetobacter johnsonii str AJ312 id GCA 021496295 1

Acinetobacter johnsonii str CSUSB1 id GCA 020162195 1
Acinetobacter johnsonii str FDAARGOS 1094 id GCA 016726625 1

Acinetobacter johnsonii str IC001 id GCA 003952785 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

Acinetobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 39

num_genes_... sqrt 0 0 14

num_genome... none 0 0 9

Acinetobacter johnsonii homd HMT 297
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5585) KNOWN (112)CAZyme

KNOWN (3591) UNKNOWN (2106)COG20 CATEGORY

KNOWN (3591) UNKNOWN (2106)COG20 FUNCTION

UNKNOWN (4888) KNOWN (809)COG20 PATHWAY

UNKNOWN (3104) KNOWN (2593)KEGG BRITE

UNKNOWN (5181) KNOWN (516)KEGG Class

UNKNOWN (5181) KNOWN (516)KEGG Module

UNKNOWN (3100) KNOWN (2597)KOfam

KNOWN (3897) UNKNOWN (1800)Pfam


