
Actinomyces gerencseriae str DSM 6844 id GCA 000429265 1
Actinomyces gerencseriae str SRR9217472 mag bin 2 id GCA 905373455 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 2.4495

num_genome... none 0 0 2

Actinomyces gerencseriae homd HMT 618
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2908) KNOWN (98)CAZyme

KNOWN (2233) UNKNOWN (773)COG20 CATEGORY

KNOWN (2235) UNKNOWN (771)COG20 FUNCTION

UNKNOWN (2420) KNOWN (586)COG20 PATHWAY

KNOWN (1607) UNKNOWN (1399)KEGG BRITE

UNKNOWN (2674) KNOWN (332)KEGG Class

UNKNOWN (2674) KNOWN (332)KEGG Module

KNOWN (1613) UNKNOWN (1393)KOfam

KNOWN (2354) UNKNOWN (652)Pfam


