
Actinomyces naeslundii str Howell 279 id GCA 000285995 1
Actinomyces naeslundii str FDAARGOS 1037 id GCA 016127855 1

Actinomyces naeslundii str NCTC 10301 id GCA 001956585 1
Actinomyces naeslundii str NCTC 10301 id GCA 031296715 1
Actinomyces naeslundii str ATCC 12104 id GCA 031296595 1
Actinomyces naeslundii str NCTC 10301 id GCA 031296655 1

Actinomyces naeslundii str S44D id GCA 001956485 1
Actinomyces naeslundii str T23P 1 id GCA 001956475 1
Actinomyces naeslundii str G127B id GCA 001956635 1

Actinomyces naeslundii str S43L id GCA 001956515 1
Actinomyces naeslundii str ATCC 27039 id GCA 023170065 1

Actinomyces naeslundii str SRR9217428 mag bin 18 id GCA 905372775 1
Actinomyces naeslundii str MB 1 id GCA 001956555 1

Actinomyces naeslundii str CCUG 35334 id GCA 001956565 1
Actinomyces naeslundii str R24330 id GCA 001956505 1

Actinomyces naeslundii str S65A id GCA 001956575 1
Actinomyces naeslundii str W8 2 3 id GCA 001937595 1

Actinomyces naeslundii str R13240 id GCA 001937605 1
Actinomyces naeslundii str WE6B 3 id GCA 001937735 1

Actinomyces naeslundii str R8152 id GCA 001937615 1
Actinomyces naeslundii str F12B1 id GCA 001956355 1

Actinomyces naeslundii str R19039 id GCA 001937475 1
Actinomyces naeslundii str CCUG 37599 id GCA 001956445 1

Actinomyces naeslundii str CW id GCA 026802095 1
Actinomyces naeslundii str UMB0181 id GCA 002847585 1

Actinomyces naeslundii str Pn6N id GCA 001956365 1
Actinomyces naeslundii str F6E1 id GCA 001956435 1

Actinomyces naeslundii str MMRC12 1 id GCA 001956415 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

Actinomyce... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 10.2470

num_genome... none 0 0 28

Actinomyces naeslundii homd HMT 176
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4268) KNOWN (116)CAZyme

KNOWN (2589) UNKNOWN (1795)COG20 CATEGORY

KNOWN (2589) UNKNOWN (1795)COG20 FUNCTION

UNKNOWN (3765) KNOWN (619)COG20 PATHWAY

UNKNOWN (2631) KNOWN (1753)KEGG BRITE

UNKNOWN (4049) KNOWN (335)KEGG Class

UNKNOWN (4049) KNOWN (335)KEGG Module

UNKNOWN (2626) KNOWN (1758)KOfam

KNOWN (2801) UNKNOWN (1583)Pfam


