Actinomyces naeslundil homad HMT 176

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Actinomyces naeslundii str Howell 279 id GCA 000285995 1 IR |
Actinomyces naeslundii str FDAARGOS 1037 id GCA 016127855 1 Il |
Actinomyces naeslundii str NCTC 10301 id GCA 001956585 1 il |
Actinomyces naeslundii str NCTC 10301 id GCA 031296715 1 IR |
Actinomyces naeslundii str ATCC 12104 id GCA 031296595 1 I |
Actinomyces naeslundii str NCTC 10301 id GCA 031296655 1 [IIIRIl
Actinomyces naeslundii str S44D id GCA 001956485 1 HIMMIIMI {11 WAL} A1 010 [
Actinomyces naeslundii str T23P 1 id GCA 001956475 1 [N VL0 10
Actinomyces naeslundii str G127B id GCA 001956635 1 WINRIMII 1 (W00 | |1 | | il
Actinomyces naeslundii str S43L id GCA 001956515 1 [N TN (1 0
Actinomyces naeslundii str ATCC 27039 id GCA 023170065 1 IIMINHM 11/ [T P[00 ] | e 22090900000
Actinomyces naeslundii str SRR9217428 mag bin 18 id GCA 905372775 1 [N 1001 | | |
~ Actinomyces naeslundii str MB 1 id GCA 001956555 1 HIIMIIMIN | (100 | [}
Actinomyces naeslundii str CCUG 35334 id GCA 001956565 1[NNI 1110 LR+ 0 WA i iy
Actinomyces naeslundii str R24330 id GCA 001956505 1 MMM om0 0 0 | ]/
Actinomyces naeslundii str S65A id GCA 001956575 1 HIIMIAN |I!/ [WI0) 11 (W] |
Actinomyces naeslundii str W8 2 3 id GCA 001937595 1 I[N ITEIIN NI W | W |
Actinomyces naeslundii str R13240 id GCA 001937605 1[I LI 0 W [0 |
Actinomyces naeslundii str WE6B 3 id GCA 001937735 1 |l ICI WUIKIY | (0
Actinomyces naeslundii str R8152 id GCA 001937615 1 |[[JMIINM THIHEI ([H110 || |
Actinomyces naeslundii str F12B1 id GCA 001956355 1 ||[III0 0] AUIEMT (0 0 [ W
Actinomyces naeslundii str R19039 id GCA 001937475 1 [[IIMINIIIHNIT 1 0 [N
Actinomyces naeslundii str CCUG 37599 id GCA 001956445 1 [IINRLNIET TU0E) 10 0 1N W
Actinomyces naeslundii str CW id GCA 026802095 1 [l ] I0m il |
Actinomyces naeslundii str UMB0181 id GCA 002847585 1 [lINMMIT T NI @ | W |
Actinomyces naeslundii str Pn6N id GCA 001956365 1 NIMIELIFILT TURN (0 1 [0 [ I i 0090909090900 |
Actinomyces naeslundii str F6ET id GCA 001956435 1 [l 1AL 1111 | | I
Actinomyces naeslundii str MMRC12 1 id GCA 001956415 1 [IIINI 00 1 H0MATE 00 (0 Q0 | S 0 0 OO
| 1 L L T T

COG20 FUNCTION RIS o e
KOfam NIRRT 1 EL } Ui N L T N T

|
P oA 00 RN T R

CAZyme | UNKNOWN (4268) [l KNOWN (116)
COG20 CATEGORY B KNOWN (2589) | | UNKNOWN (1795)

COGZO FU NCTION B KNOWN (2589) UNKNOWN (1795)
COGZO PATHWAY UNKNOWN (3765) l KNOWN (619)
KEGG BRITE UNKNOWN (2631) B8 KNOWN (1753)

KEGG Class - ynknown @os9) m known 335)

KEGG Module  juknvown (4049) Jl KNOWN (335)

KOfam  ynknown (2626) [l KNOWN (1758)

Pfam g ivown sory  unknown (1583




