
Actinomyces oris clade 144 str WE8B 23 id GCA 001937445 1
Actinomyces oris clade 144 str HMSC075C01 id GCA 001812965 1

Actinomyces oris clade 144 str MMRCO6 1 id GCA 001937385 1
Actinomyces oris clade 144 str F28B1 id GCA 001937425 1

Actinomyces oris clade 144 str M48 1B 1 id GCA 001937415 1
Actinomyces oris clade 144 str R11372 id GCA 001937505 1

Actinomyces oris clade 144 str CCUG 34286 id GCA 001937485 1
Actinomyces oris clade 144 str VPI D163E 3 id GCA 031296635 1

Actinomyces oris clade 144 str SRR9217449 mag bin 11 id GCA 905373015 1
Actinomyces oris clade 144 str A19A 1 id GCA 001937725 1

Actinomyces oris clade 144 str ORNL 0101 id GCA 034648895 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 8.1240

num_genome... none 0 0 11

Actinomyces oris clade 144 homd HMT 144
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3801) KNOWN (116)CAZyme

KNOWN (2428) UNKNOWN (1489)COG20 CATEGORY

KNOWN (2428) UNKNOWN (1489)COG20 FUNCTION

UNKNOWN (3316) KNOWN (601)COG20 PATHWAY

UNKNOWN (2233) KNOWN (1684)KEGG BRITE

UNKNOWN (3589) KNOWN (328)KEGG Class

UNKNOWN (3589) KNOWN (328)KEGG Module

UNKNOWN (2228) KNOWN (1689)KOfam

KNOWN (2664) UNKNOWN (1253)Pfam


