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COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module

Actinomyces oris clade 169 str SRR9217470 mag bin 2 id GCA 9053733351 | || || | e 00
Actinomyces oris clade 169 str Actinomyces naeslundii BEEDO2 id GCA 901873715 1 I I‘ | . ‘Il“ ||||I\I_
Actinomyces oris clade 169 str SRR8114064 bin 71 CONCOCT v1 1 MAG id GCA 937981545 1 || | [|| | (el
Actinomyces oris clade 169 str CNGBCC1804106 id GCA 031082475 1| | [||[Ii ]

Actinomyces oris clade 169 sr €181 1d GCA 030371665 1 | | [ 1 1

Actinomyces oris clade 169 str F0496 id GCA 0133947151 || ||| | iaernyn ‘>

Actinomyces oris clade 169 str F4D1 id GCA 001929365 1 ||| || | wny ;"

Actinomyces oris clade 169 str S18M Sa 13 id GCA 030527985 1 | ||| oy ]

Actinomyces oris clade 169 str W11 1 1id GCA 0019375451 || || |} w000
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UNKNOWN (3223) Bl KNOWN (114)

UNKNOWN (1031)

UNKNOWN (1031)

UNKNOWN (2755) [l KNOWN (582)

UNKNOWN (1702) [l KNOWN (1635)

UNKNOWN (3006) ] KNOWN (331)

UNKNOWN (3006) [l KNOWN (331)

KOfam | UNKNOWN (1698) [l KNOWN (1639)

Pfam B KNOWN (2480)

UNKNOWN (857)




