Actinomyces oris clade 893 homad HM | 893

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Actinomyces oris clade 893 str T14V id GCA 031296455 1 [Nl |}
Actinomyces oris clade 893 str CCUG 34288 id GCA 006546825 1 [l |}
Actinomyces oris clade 893 str FDAARGOS 1051 id GCA 016127955 1 [[|I[lll |}
Actinomyces oris clade 893 str F0384 id GCA 000223355 2 || | [l Il Il | |
Actinomyces oris clade 893 str G53E id GCA 001937555 1 ‘”l””"l‘l"l”l” | IHI H I‘ H H| I
Actinomyces oris clade 893 str iknnSsCAXX bin 1 MAG id GCA 946221355 1 |‘| ‘IH”"IHN“H ‘H HI “ || ‘ IMH
Actinomyces oris clade 893 str HMT 175 id GCA 016694895 1 ’I‘NI““"HI“ ‘ I ‘ | ”
Actinomyces oris clade 893 str UMB0183 id GCA 002847555 1 ||l ]I | 1]
Actinomyces oris clade 893 str A7A 1 id GCA 001937715 1 ||‘I||N|I‘I|H|‘|H|I | |\ | |
Actinomyces oris clade 893 str R23275 id GCA 001937535 1 II‘"I|I‘||H mﬂ u
Actinomyces oris clade 893 str C16 id GCA 031296575 1 [II1IlI] |
Actinomyces oris clade 893 str CNGBCC1803727 id GCA 031082435 1 [N 11 LA |
Actinomyces oris clade 893 str VPIIA 6 id GCA 031297525 1 [N | i |
Actinomyces oris clade 893 str WvU626 id GCA 031296505 1 | [l 1N
Actinomyces oris clade 893 str WVU627 id GCA 027945475 1 ”I‘IIHINHH “I I _
Actinomyces oris clade 893 str wu371 id GcA 031292905 1 [N 11 1 ) Hil
Actinomyces oris clade 893 str HMsC08A09 id GCA 001807465 1 [N | 1] | | | |
Actinomyces oris clade 893 str €505 id GCA 000175315 3 || [l I |

Actinomyces oris clade 893 str ERR2764931 bin 4 metaWRAP v1 1 MAG id GCA 916050205 1 ’I’”Il“‘lll‘ll“”m | ‘| |I I

COG20 FUN CTION [ D AT
KOfarm NN I 10O L | O
Pfarry MO R0 00 g /e

CAZyme UNKNOWN (3958) [ll KNOWN (114)
COG20 CATEGORY B KNOWN (2509) | | UNKNOWN (1563)

COG20 FUNCTION I KNOWN (2509) | | UNKNOWN (1563)
COG20 PATHWAY UNKNOWN (3463) i KNOWN (609)
KEGG BRITE UNKNOWN (2318) [l KNOWN (1754)

KEGG Class UNKNOWN (3729) [l KNOWN (343)

KEGG MOdUIe UNKNOWN (3729) B KNOWN (343)

KOfam  uynknown @s1s) m known (1759

Pfam g wnown e7s2)  unknown (1320




