
Actinomyces oris clade 893 str T14V id GCA 031296455 1
Actinomyces oris clade 893 str CCUG 34288 id GCA 006546825 1

Actinomyces oris clade 893 str FDAARGOS 1051 id GCA 016127955 1
Actinomyces oris clade 893 str F0384 id GCA 000223355 2
Actinomyces oris clade 893 str G53E id GCA 001937555 1

Actinomyces oris clade 893 str iknnSsCAXX bin 1 MAG id GCA 946221355 1
Actinomyces oris clade 893 str HMT 175 id GCA 016694895 1

Actinomyces oris clade 893 str UMB0183 id GCA 002847555 1
Actinomyces oris clade 893 str A7A 1 id GCA 001937715 1

Actinomyces oris clade 893 str R23275 id GCA 001937535 1
Actinomyces oris clade 893 str C16 id GCA 031296575 1

Actinomyces oris clade 893 str CNGBCC1803727 id GCA 031082435 1
Actinomyces oris clade 893 str VPIIA 6 id GCA 031297525 1

Actinomyces oris clade 893 str WVU626 id GCA 031296505 1
Actinomyces oris clade 893 str WVU627 id GCA 027945475 1
Actinomyces oris clade 893 str WVU371 id GCA 031292905 1

Actinomyces oris clade 893 str HMSC08A09 id GCA 001807465 1
Actinomyces oris clade 893 str C505 id GCA 000175315 3

Actinomyces oris clade 893 str ERR2764931 bin 4 metaWRAP v1 1 MAG id GCA 916050205 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

Actinomyce... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 8.3066

num_genome... none 0 0 19

Actinomyces oris clade 893 homd HMT 893
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3958) KNOWN (114)CAZyme

KNOWN (2509) UNKNOWN (1563)COG20 CATEGORY

KNOWN (2509) UNKNOWN (1563)COG20 FUNCTION

UNKNOWN (3463) KNOWN (609)COG20 PATHWAY

UNKNOWN (2318) KNOWN (1754)KEGG BRITE

UNKNOWN (3729) KNOWN (343)KEGG Class

UNKNOWN (3729) KNOWN (343)KEGG Module

UNKNOWN (2313) KNOWN (1759)KOfam

KNOWN (2752) UNKNOWN (1320)Pfam


