Aerococcus viridans homd HVI1 312

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Aerococcus viridans str ATCC 11563 id GCA 000178435 1 ‘ \ -‘lll
Aerococcus viridans str NCTC8251 id GCA 9004450095 1 | -‘
Aerococcus viridans str CCUG4311 id GCA 001543285 1 | |G

Aerococcus viridans str DSM 20340 id GCA 029023765 1 \

Aerococcus viridans str HMSC10HO5 id GCA 001806975 1 || i Il B
Aerococcus viridans str UMB0240 id GcA 0028719351 [I| I B | I
Aerococcus viridans str NCTC7595 id GCA 900445105 1 || | B B
Aerococcus viridans str FDAARGOS 249 id GCA 002083135 2 | [ N B B

Aerococcus viridans str p3 SID91 id GCA 025144985 1 Hllll ‘I .
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CAZyme  nknown oo7) B KNOWN (110)
COG20 CATEGORY B KNOWN (2244) | | UNKNOWN (773)

COGZO FU NCTION B KNOWN (2244) UNKNOWN (773)
COGZO PATHWAY UNKNOWN (2434) B KNOWN (583)
KEGG BRITE B KNOWN (1617) UNKNOWN (1400)

KEGG Class UNKNOWN (2700) il KNOWN (317)

KEGG Module  jakvown (2700) ] KNOWN (317)

KOfam B KNOWN (1624) | | UNKNOWN (1393)

Pfam B KNOWN (2344) | | UNKNOWN (673)




