
Agathobacter rectalis str D53st1 B3 D53t1 180928 id GCA 028322445 1
Agathobacter rectalis str D53st1 E10 D53t1 180928 id GCA 028322385 1

Agathobacter rectalis str D53t1 180928 G2 id GCA 015557515 1
Agathobacter rectalis str VPI 0990 id GCA 022453685 1

Agathobacter rectalis str MGYG HGUT 02492 id GCA 902387715 1
Agathobacter rectalis str ATCC 33656 id GCA 000020605 1

Agathobacter rectalis str NB2A 17 FMU id GCA 024167965 1
Agathobacter rectalis str AF38 24 id GCA 003474615 1
Agathobacter rectalis str AM42 1 id GCA 003468065 1

Agathobacter rectalis str DSM 17629 id GCA 000209935 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

Agathobact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 7.1414

num_genome... none 0 0 10

Agathobacter rectalis homd HMT 960
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5559) KNOWN (231)CAZyme

KNOWN (3443) UNKNOWN (2347)COG20 CATEGORY

KNOWN (3443) UNKNOWN (2347)COG20 FUNCTION

UNKNOWN (5136) KNOWN (654)COG20 PATHWAY

UNKNOWN (3503) KNOWN (2287)KEGG BRITE

UNKNOWN (5414) KNOWN (376)KEGG Class

UNKNOWN (5414) KNOWN (376)KEGG Module

UNKNOWN (3496) KNOWN (2294)KOfam

KNOWN (3953) UNKNOWN (1837)Pfam


