Agathobacter rectalis homd RM 1T 960

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Agathobacter rectalis str D53st1 B3 D53t1 180928 id GCA 028322445 1
Agathobacter rectalis str D53st1 E10 D53t1 180928 id GCA 028322385 1

Agathobacter rectalis str D53t1 180928 G2 id GCA 015557515 1 ]
Agathobacter rectalis str VPI 0990 id GCA 022453685 1 R
Agathobacter rectalis str MGYG HGUT 02492 id GCA 902387715 1 R
Agathobacter rectalis str ATCC 33656 id GCA 000020605 1 I
Agathobacter rectalis str NB2A 17 FMU id GCA 024167965 1 | l I_
Agathobacter rectalis str AF38 24 id GCA 003474615 1 || Ty
Agathobacter rectalis str AM42 1 id GCA 003468065 1 || B |
Agathobacter rectalis str DSM 17629 id GCA 000209935 1 I‘ I | I - - I I |I_
COG20 FUNCTION [ 00 00 e B E G T O

S I | O, A

Pfaarry |0 MO O 00 0O 00N 1 Y0 Y

CAZyme UNKNOWN (5559) [l KNOWN (231)
COG20 CATEGORY Il KNOWN (3443) | | UNKNOWN (2347)

COGZO FU NCTION B KNOWN (3443) UNKNOWN (2347)
COGZO PATHWAY UNKNOWN (5136) l KNOWN (654)
KEGG BRITE UNKNOWN (3503) B8 KNOWN (2287)

KEGG Class  ynuwown 414 B KNOWN (376)

KEGG Module  jnknvown (5414) [l KNOWN (376)

KOfam UNKNOWN (3496) B8 KNOWN (2294)

Pfam g «nvown @ess)  unknown (1837)




