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Aggregatibacter aphrophilus str ERR2764820 bin 5 metaWRAP v1 1 MAG id GCA 916048645 1 . | I”H HH ‘ .‘ H‘ "‘HHHI"
Aggregatibacter aphrophilus str W10433 id GCA 001262035 1 I ‘ I I .‘"HI”H |||
Aggregatibacter aphrophilus str CCUG 11575 id GCA 003130375 1 ‘ || I H.I HIWHI"
Aggregatibacter aphrophilus str HK83 id GCA 003703745 1 I I I’ \.\ I’ IH”I"
Aggregatibacter aphrophilus str HK 319 id GCA 003130365 1 .‘ ‘ | ‘.‘ || ‘HII‘"”I’I ’_
Aggregatibacter aphrophilus str ATCC 7901 id GCA 0016808051 || ] et
Aggregatibacter aphrophilus str PN 517 id GCA 003130125 1 I I .‘ |H\ ||H|H|H‘|‘ H_
Aggregatibacter aphrophilus str FDAARGOS 248 id GCA 0020831252 | ]
Aggregatibacter aphrophilus str NJ8700 id GCA 000022985 1 | 118 W
Aggregatibacter aphrophilus str NJ8700 id GCA 001188835 1 111 W
Aggregatibacter aphrophilus str F0387 id GCA 000231255 1 | N N
Aggregatibacter aphrophilus str PN 521id GCA 0031301951 | ey 2020 0 0 0 0 0200
Aggregatibacter aphrophilus str C2008000870 id GCA 003252955 1 | ] 1 | 1IN
Aggregatibacter aphrophilus str NCTC5908 id GCA 900445195 1 I I I|‘ I‘ H|H||I.||I_
Aggregatibacter aphrophilus str NCTC5906 id GCA 900636915 1 \ I \ I I H“l.ll_
Aggregatibacter aphrophilus str ATCC 19415 id GCA 001680765 1 I \ || I \Il.l_
Aggregatibacter aphrophilus str ATCC 33389 id GCA 000226495 3 | 11 11
Aggregatibacter aphrophilus str PN 444 id GCA 0031301451 | el | 0 0 090 0 090 0920 0
Aggregatibacter aphrophilus str C2008001229 id GCA 003252965 1 | 1T B0 TN
Aggregatibacter aphrophilus str NCTC11096 id GCA 900478265 1 | I || |IH M H H“W“I.l
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CAZyme  |nknown @os9 B KNOWN (82)
COG20 CATEGORY B KNOWN (2295) | | UNKNOWN (846)

COG20 FUNCTION B KNOWN (2295) | | UNKNOWN (846)
COG20 PATHWAY UNKNOWN (2563) [l KNOWN (578)
KEGG BRITE I KNOWN (1816) | | UNKNOWN (1325)

KEGG ClaSS UNKNOWN (2793) l KNOWN (348)

KEGG Module  jnknvown (2793) ] KNOWN (348)

KOfam g known (1818 unknown (1323

Pfam B KNOWN (2434) | | UNKNOWN (707)




