
Aggregatibacter sp HMT 513 str REFINED METABAT215 SUBJECT CONTIGS 1500 ASSEMBLY K77 MERGED Pilot MoBio Fiber C 5 1018 152 id GCA 934234175 1
Aggregatibacter sp HMT 513 str 933 AAPH id GCA 001059425 1

Aggregatibacter sp HMT 513 str W11186 id GCA 018128305 1
Aggregatibacter sp HMT 513 str PN 450 id GCA 003130345 1
Aggregatibacter sp HMT 513 str PN 651 id GCA 003130325 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Aggregatib... none 180 0 1

Aggregatib... none 180 0 1

Aggregatib... none 180 0 1

Aggregatib... none 180 0 1

Aggregatib... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 4

num_genome... none 0 0 5

Aggregatibacter sp HMT 513 homd HMT 513
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2182) KNOWN (52)CAZyme

KNOWN (1818) UNKNOWN (416)COG20 CATEGORY

KNOWN (1818) UNKNOWN (416)COG20 FUNCTION

UNKNOWN (1721) KNOWN (513)COG20 PATHWAY

KNOWN (1514) UNKNOWN (720)KEGG BRITE

UNKNOWN (1936) KNOWN (298)KEGG Class

UNKNOWN (1936) KNOWN (298)KEGG Module

KNOWN (1519) UNKNOWN (715)KOfam

KNOWN (1915) UNKNOWN (319)Pfam


