Alkalihalobacillus clausii nomd HM | 045

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Akalialobacilus clausii ste 088AE d GcA 014338545 1 [

Alkalihalobacillus clausii str DSM 8716 id GCA 002250115 1
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CAZyme UNKNOWN (4266) [l KNOWN (163)
COG20 CATEGORY B KNOWN (3542) | | UNKNOWN (887)

COGZO FU NCTION B KNOWN (3542) UNKNOWN (887)
COGZ O PATHWAY UNKNOWN (3605) l KNOWN (824)
KEGG BRITE B KNOWN (2761) UNKNOWN (1668)

KEGG Class UNKNOWN (3935) [l KNOWN (494)

KEGG Module UNKNOWN (3935) Jll KNOWN (494)

KOfam I KNOWN (2765) | | UNKNOWN (1664)

Pfam B KNOWN (3811) | | UNKNOWN (618)



