
Alkalihalobacillus clausii str 088AE id GCA 014338545 1
Alkalihalobacillus clausii str DSM 8716 id GCA 002250115 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Alkalihalo... none 180 0 1

Alkalihalo... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 4.5826

num_genome... none 0 0 2

Alkalihalobacillus clausii homd HMT 045
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4266) KNOWN (163)CAZyme

KNOWN (3542) UNKNOWN (887)COG20 CATEGORY

KNOWN (3542) UNKNOWN (887)COG20 FUNCTION

UNKNOWN (3605) KNOWN (824)COG20 PATHWAY

KNOWN (2761) UNKNOWN (1668)KEGG BRITE

UNKNOWN (3935) KNOWN (494)KEGG Class

UNKNOWN (3935) KNOWN (494)KEGG Module

KNOWN (2765) UNKNOWN (1664)KOfam

KNOWN (3811) UNKNOWN (618)Pfam


