Allolococcus otitis homd HM I 831

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

| EQPJ%
Alloiococcus otitis str ATCC 51267 id GCA 000315445 1 ||§EGEGN
Alloiococcus otitis str NCTC13840 id GCA 900445205 1 || R |

Alloiococcus ofitis str 1pMM6nsTsl bin 1 MAG id GCA 943912975 1 [ 1 T
Alloiococcus otitis str SRR3183846 bin 53 CONCOCT v1 1 MAG id GCA 936941285 1
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CAZyme  ynknown (1699 B KNOWN (34)
COG20 CATEGORY I KNOWN (1365) | | UNKNOWN (368)

COGZO FU NCTION B KNOWN (1365) UNKNOWN (368)
COGZO PATHWAY UNKNOWN (1332) B KNOWN (401)
KEGG BRITE B KNOWN (1048) UNKNOWN (685)

KEGG Class  ynknown (1546 B KNOWN (187)

KEGG Module UNKNOWN (1546) ] KNOWN (187)

KOfam g known (050 unknown ss)

Pfam B KNOWN (1450) | | UNKNOWN (283)




