
Alloiococcus otitis str ATCC 51267 id GCA 000315445 1
Alloiococcus otitis str NCTC13840 id GCA 900445205 1

Alloiococcus otitis str 1pMM6ns1sI bin 1 MAG id GCA 943912975 1
Alloiococcus otitis str SRR3183846 bin 53 CONCOCT v1 1 MAG id GCA 936941285 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Alloiococc... none 180 0 1

Alloiococc... none 180 0 1

Alloiococc... none 180 0 1

Alloiococc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 14

num_genes_... sqrt 0 0 4.4721

num_genome... none 0 0 4

Alloiococcus otitis homd HMT 831
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1699) KNOWN (34)CAZyme

KNOWN (1365) UNKNOWN (368)COG20 CATEGORY

KNOWN (1365) UNKNOWN (368)COG20 FUNCTION

UNKNOWN (1332) KNOWN (401)COG20 PATHWAY

KNOWN (1048) UNKNOWN (685)KEGG BRITE

UNKNOWN (1546) KNOWN (187)KEGG Class

UNKNOWN (1546) KNOWN (187)KEGG Module

KNOWN (1050) UNKNOWN (683)KOfam

KNOWN (1450) UNKNOWN (283)Pfam


