
Alloprevotella sp HMT 473 str MGYG HGUT 04638 id GCA 902497175 1
Alloprevotella sp HMT 473 str ERR589357 bin 83 CONCOCT v1 1 MAG id GCA 938021135 1

Alloprevotella sp HMT 473 str F0040 id GCA 000318095 2
Alloprevotella sp HMT 473 str SRR8786264 bin 3 metaWRAP v1 3 MAG id GCA 947097345 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Alloprevot... none 180 0 1

Alloprevot... none 180 0 1

Alloprevot... none 180 0 1

Alloprevot... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 3.1623

num_genome... none 0 0 4

Alloprevotella sp HMT 473 homd HMT 473
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2205) KNOWN (113)CAZyme

KNOWN (1459) UNKNOWN (859)COG20 CATEGORY

KNOWN (1459) UNKNOWN (859)COG20 FUNCTION

UNKNOWN (1900) KNOWN (418)COG20 PATHWAY

UNKNOWN (1270) KNOWN (1048)KEGG BRITE

UNKNOWN (2082) KNOWN (236)KEGG Class

UNKNOWN (2082) KNOWN (236)KEGG Module

UNKNOWN (1269) KNOWN (1049)KOfam

KNOWN (1707) UNKNOWN (611)Pfam


