Anaerococcus lactolyticus homa HVIT 899

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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Anaerococcus lactolyticus str MGYG HGUT 03780 id GCA 902489065 1 [}

Anaerococcus lactolyticus str ATCC 51172 id A 000156575 1| [

Anaerococcus lactolyticus str 57 1 13 id GCA 000758765 1 || |G [ jjj
Anaerococcus lactolyticus str SRR17635492 bin 19 metaWRAP v1 3MAG id GCA 947252355 1 [ I |
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CAZyme  ynknown @ss2) B KNOWN (48)
COG20 CATEGORY B KNOWN (1893) | | UNKNOWN (707)

COGZO FU NCTION B KNOWN (1894) UNKNOWN (706)
COGZO PATHWAY UNKNOWN (2150) B KNOWN (450)
KEGG BRITE  unknvown (1326) m known (1274

KEGG Class UNKNOWN (2408) [l KNOWN (192)

KEGG Module UNKNOWN (2408) [l KNOWN (192)

KOfam  ynuwown (1325 I KNOWN (1275)

Pfam g inown 973 uninown 627




