Anaerococcus nagyae homd HM 1 792

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

I

Anaerococcus nagyae str OF01 3 id GCA 003433955 1 -
Anaerococcus nagyae str MGYG HGUT 02269 id GCA 902385235 1
Anaerococcus nagyae str UBA2626id GCA0023599151 | ||| B
Anaerococcus nagyae str DSM 101193 id GCA 017874535 1 I I.

Anaerococcus nagyae str UMGS594 id GCA 900543655 1 I
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CAZyme  ynnown (1956 B KNOWN (50)
COG20 CATEGORY B KNOWN (1567) | | UNKNOWN (439)

COGZO FU NCTION B KNOWN (1567) UNKNOWN (439)
COGQO PATHWAY UNKNOWN (1590) B KNOWN (416)
KEGG BRITE B KNOWN (1135) UNKNOWN (871)

KEGG Class  ynknown (s I KNOWN (176)

KEGG Module UNKNOWN (1830) il KNOWN (176)

KOfam g inown (1137 unknown (se9

Pfam g xnown (625 unknown @s1y




