Anaerococcus octavius homd HM T 017

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Anaerococcus octavius str L2 059 000G1 dasL2 059 000G1 concoct 90 id GCA 0183738951 |} w 5 ]
Anaerococcus octavius str UMB0119 id GCA 002847745 1 ||} | i

Anaerococcus octavius str RAGGC 152 id GCA 030825475 1 Bl 1R

Anaerococcus octavius str MGYG HGUT 03129 id GCA 902482765 1 . ||| ‘Ill ||HH I _

Anaerococcus octavius str DCeZfn8tmzZ bin 11 MAG id GCA 943913685 1 I} -e.nn

Anaerococcus octavius str NCTC9810 id GCA 900445265 1
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CAZyme - unknown (2251) [l KNOWN (40)
COG20 CATEGORY B KNOWN (1737) | | UNKNOWN (554)

COGZO FU NCTION B KNOWN (1737) UNKNOWN (554)
COGZO PATHWAY UNKNOWN (1854) Bl KNOWN (437)
KEGG BRITE B KNOWN (1213) UNKNOWN (1078)

KEGG Class UNKNOWN (2115) [l KNOWN (176)

KEGG Module UNKNOWN (2115) [l KNOWN (176)

KOfam g known (1215 uninown (076

Pfam g «nown (85 uniknown @se




