
Anaerococcus octavius str L2 059 000G1 dasL2 059 000G1 concoct 90 id GCA 018373895 1
Anaerococcus octavius str UMB0119 id GCA 002847745 1

Anaerococcus octavius str RAGGC 152 id GCA 030825475 1
Anaerococcus octavius str MGYG HGUT 03129 id GCA 902482765 1

Anaerococcus octavius str DCeZfn8tmZ bin 11 MAG id GCA 943913685 1
Anaerococcus octavius str NCTC9810 id GCA 900445265 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Anaerococc... none 180 0 1

Anaerococc... none 180 0 1

Anaerococc... none 180 0 1

Anaerococc... none 180 0 1

Anaerococc... none 180 0 1

Anaerococc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 6

num_genes_... sqrt 0 0 4.4721

num_genome... none 0 0 6

Anaerococcus octavius homd HMT 017
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2251) KNOWN (40)CAZyme

KNOWN (1737) UNKNOWN (554)COG20 CATEGORY

KNOWN (1737) UNKNOWN (554)COG20 FUNCTION

UNKNOWN (1854) KNOWN (437)COG20 PATHWAY

KNOWN (1213) UNKNOWN (1078)KEGG BRITE

UNKNOWN (2115) KNOWN (176)KEGG Class

UNKNOWN (2115) KNOWN (176)KEGG Module

KNOWN (1215) UNKNOWN (1076)KOfam

KNOWN (1835) UNKNOWN (456)Pfam


