Anaerococcus vaginimassiliensis homad RV 294
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CAZyme  ynknown (1887) m KNOWN @o)
COG20 CATEGORY g known (1516 unknown @11)

COGZO FU NCTION B KNOWN (1516) UNKNOWN (411)
COG2O PATHWAY UNKNOWN (1555) l KNOWN (372)
KEGG BRITE B KNOWN (1102) UNKNOWN (825)

KEGG Class UNKNOWN (1761) [l KNOWN (166)

KEGG Module UNKNOWN (1761) [l KNOWN (166)

KOfam B KNOWN (1107) | | UNKNOWN (820)

Pfam B KNOWN (1599) | | UNKNOWN (328)




