
Anaeroglobus geminatus str MGYG HGUT 01762 id GCA 902472395 1
Anaeroglobus geminatus str SRR13494479 bin 1 MetaWRAP v1 3 MAG id GCA 959024075 1

Anaeroglobus geminatus str ERR589644 bin 43 CONCOCT v1 1 MAG id GCA 938037165 1
Anaeroglobus geminatus str ERR1190736 bin 4 id GCA 905197845 1

Anaeroglobus geminatus str F0357 id GCA 000239275 1
Anaeroglobus geminatus str SRR22541675 bin 26 MetaWRAP v1 3 MAG id GCA 958434125 1

Anaeroglobus geminatus str SRR9217414 mag bin 3 id GCA 905372395 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Anaeroglob... none 180 0 1

Anaeroglob... none 180 0 1

Anaeroglob... none 180 0 1

Anaeroglob... none 180 0 1

Anaeroglob... none 180 0 1

Anaeroglob... none 180 0 1

Anaeroglob... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 6

num_genes_... sqrt 0 0 3.8730

num_genome... none 0 0 7

Anaeroglobus geminatus homd HMT 121
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2140) KNOWN (47)CAZyme

KNOWN (1638) UNKNOWN (549)COG20 CATEGORY

KNOWN (1638) UNKNOWN (549)COG20 FUNCTION

UNKNOWN (1660) KNOWN (527)COG20 PATHWAY

KNOWN (1195) UNKNOWN (992)KEGG BRITE

UNKNOWN (1919) KNOWN (268)KEGG Class

UNKNOWN (1919) KNOWN (268)KEGG Module

KNOWN (1196) UNKNOWN (991)KOfam

KNOWN (1718) UNKNOWN (469)Pfam


