
Anoxybacillus flavithermus str 52 1A id GCA 002197485 1
Anoxybacillus flavithermus str TNO 09 006 id GCA 000327465 1

Anoxybacillus flavithermus str WS5281 id GCA 014890515 1
Anoxybacillus flavithermus str WS5495 id GCA 014890145 1

Anoxybacillus flavithermus str KU2 6 11 id GCA 002742685 1
Anoxybacillus flavithermus str NBRC 109594 id GCA 000367505 1

Anoxybacillus flavithermus str DSM 2641T id GCA 002243705 1
Anoxybacillus flavithermus str WK1 id GCA 000019045 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

Anoxybacil... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 47

num_genes_... sqrt 0 0 11.4455

num_genome... none 0 0 8

Anoxybacillus flavithermus homd HMT 182
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4200) KNOWN (116)CAZyme

KNOWN (3082) UNKNOWN (1234)COG20 CATEGORY

KNOWN (3082) UNKNOWN (1234)COG20 FUNCTION

UNKNOWN (3582) KNOWN (734)COG20 PATHWAY

KNOWN (2348) UNKNOWN (1968)KEGG BRITE

UNKNOWN (3851) KNOWN (465)KEGG Class

UNKNOWN (3851) KNOWN (465)KEGG Module

KNOWN (2351) UNKNOWN (1965)KOfam

KNOWN (3315) UNKNOWN (1001)Pfam


