CAZyme

Anoxybacillus tlavithermus homa HM T 132

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Anoxybacillus flavithermus str 52 1A id GCA 002197485 1 . I” | I H.|IH| II‘"_
Anoxybacillus flavithermus str TNO 09 006 id GCA 0003274651 | | |l |} M =/
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UNKNOWN (4200) [l KNOWN (116)

COG20 CATEGORY Il KNOWN (3082) | | UNKNOWN (1234)
COG20 FUNCTION I KNOWN (3082) | UNKNOWN (1234)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

Pfam

UNKNOWN (3582) [l KNOWN (734)

I KNOWN (2348) | | UNKNOWN (1968)

UNKNOWN (3851) [l KNOWN (465)

UNKNOWN (3851) [l KNOWN (465)

I KNOWN (2351) | UNKNOWN (1965)

B KNOWN (3315) UNKNOWN (1001)




