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CAZyme UNKNOWN (5422) [l KNOWN (117)
COG20 CATEGORY B KNOWN (4438) | | UNKNOWN (1101)

COGZO FU NCTION B KNOWN (4438) UNKNOWN (1101)
COG2O PATHWAY UNKNOWN (4514) Bl KNOWN (1025)
KEGG BRITE B KNOWN (3206) UNKNOWN (2333)

KEGG Class UNKNOWN (4905) i KNOWN (634)

KEGG Module - ynknown (4905) [l KNOWN (634)

KOfam B KNOWN (3207) | | UNKNOWN (2332)

Pfam B KNOWN (4566) | | UNKNOWN (973)




