
Aquamicrobium lusatiense str D 9 id GCA 029872115 1
Aquamicrobium lusatiense str DSM 11099 id GCA 014201615 1

Aquamicrobium lusatiense str NLF2 7 id GCA 022359935 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Aquamicrob... none 180 0 1

Aquamicrob... none 180 0 1

Aquamicrob... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 4.1231

num_genome... none 0 0 3

Aquamicrobium lusatiense homd HMT 660
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5422) KNOWN (117)CAZyme

KNOWN (4438) UNKNOWN (1101)COG20 CATEGORY

KNOWN (4438) UNKNOWN (1101)COG20 FUNCTION

UNKNOWN (4514) KNOWN (1025)COG20 PATHWAY

KNOWN (3206) UNKNOWN (2333)KEGG BRITE

UNKNOWN (4905) KNOWN (634)KEGG Class

UNKNOWN (4905) KNOWN (634)KEGG Module

KNOWN (3207) UNKNOWN (2332)KOfam

KNOWN (4566) UNKNOWN (973)Pfam


