
Bacillus anthracis str PR01 id GCA 001683135 1
Bacillus anthracis str Parent1 id GCA 001683095 1

Bacillus anthracis str A0488 id GCA 000181835 1
Bacillus anthracis str AF039 id GCA 022221305 1

Bacillus anthracis str SK 102 id GCA 000832565 1
Bacillus anthracis str Vollum id GCA 000167275 1
Bacillus anthracis str Vollum id GCA 000742895 1
Bacillus anthracis str Vollum id GCA 022221345 1
Bacillus anthracis str HD571 id GCA 000832825 1

Bacillus anthracis str NW6 id GCA 026684175 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

Bacillus_a... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 7.8102

num_genome... none 0 0 10

Bacillus anthracis homd HMT 824
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6564) KNOWN (166)CAZyme

KNOWN (4489) UNKNOWN (2241)COG20 CATEGORY

KNOWN (4489) UNKNOWN (2241)COG20 FUNCTION

UNKNOWN (5778) KNOWN (952)COG20 PATHWAY

UNKNOWN (3594) KNOWN (3136)KEGG BRITE

UNKNOWN (6137) KNOWN (593)KEGG Class

UNKNOWN (6137) KNOWN (593)KEGG Module

UNKNOWN (3588) KNOWN (3142)KOfam

KNOWN (5134) UNKNOWN (1596)Pfam


