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Bacillus anthracis str PRO1 id GCA 001683135 1 || NN
Bacillus anthracis str Parent1 id GCA 001683095 1
Bacillus anthracis str AO488 id GCA 000181835 1
Bacillus anthracis str AF039 id GCA 022221305 1

Bacilus anthracs str oilum id Gea 00074265 1 [
Bacilus anthracis str Voilum id Gea 022221345 1 [
pacilus anthracis st HDs71 id Geaoooesze2s 1| [ [ N

Bacillus anthracis str NW6 id GCA 026684175 1 | i
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CAZyme UNKNOWN (6564) i} KNOWN (166)
COG20 CATEGORY B KNOWN (4489) | | UNKNOWN (2241)

COG20 FUNCTION Il KNOWN (4489) | | UNKNOWN (2241)
COG20 PATHWAY UNKNOWN (5778) i KNOWN (952)
KEGG BRITE UNKNOWN (3594) [l KNOWN (3136)

KEGG Class  ynknown 137 B KNOWN (593)

KEGG Module  jnkvown s137 I KNOWN (593)

KOfam - unkvown (3588) [l KNOWN (3142)

Pfam g wnown 5139 unknown (1596




