CAZyme

COG20 CATEGORY
COG20 FUNCTION
COG20 PATHWAY
KEGG BRITE
KEGG Class

KEGG Module
KOfam

Pfam

pacililus subtilis nomd HVIT 4038

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Bacillus subtilis str NCIB 3610 id GCA 002055965 1 [ ENENENGTGTTEEEEEEEE
Bacillus subtilis str NBRC 13719 id GCA 006741845 1 ||| RGN b
Bacillus subtilis str NCIB 3610 id GCA 029027845 1 || NG b
Bacillus subtilis str KCTC 3135 id GCA 001697265 1 || NG
Bacillus subtilis str 168 id GCA 000009045 1 [ NG

Bacillus subtilis str 168 id GCA 024917115 1 || NG

Bacillus subtilis str 168 id GCA 000789275 1 || NG

Bacillus subtilis str 168 id GCA 012931705 2 || NENENNNGEEE

Bacillus subtilis str 168 id GCA 013009385 1
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Pfarmy 1| 1 A0 A A e ot

UNKNOWN (4196) ] KNOWN (154)

B KNOWN (3323) | | UNKNOWN (1027)

I KNOWN (3323) | | UNKNOWN (1027)

UNKNOWN (3551) [l KNOWN (799)

B KNOWN (2651) UNKNOWN (1699)

UNKNOWN (3845) ] KNOWN (505)

UNKNOWN (3845) [l KNOWN (505)

B KNOWN (2656) = UNKNOWN (1694)

B KNOWN (3737) | | UNKNOWN (613)




