pacteroides caccae homd HM I 96/

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Bacteroides caccae str FDAARGOS 1219 id GCA 016889745 1 \
Bacteroides caccae str ATCC 43185 id GCA 025146315 1 \
Bacteroides caccae str ATCC 43185 id GCA 002222615 2 \
Bacteroides caccae str ATCC 43185 id GCA 002959715 1

Bacteroides caccae str FDAARGOS 1097 id GCA 016726305 1

Bacteroides caccae str BFG 104 id GCA 024759085 1 || NN
Bacteroides caccae str BFG 100 id GCA 020091545 1 I--\
Bacteroides caccae str BFG 101 id GCA 024758425 1 I_
Bacteroides caccae str BFG 254 id GCA 024787725 1 ‘- I‘

Bacteroides caccae str BFG 474 id GCA 024759505 1 I ’
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CAZyme  ynnown (333 B KNOWN (372)
COG20 CATEGORY B KNOWN (3247) | | UNKNOWN (2458)

COGZO FU NCTION B KNOWN (3247) UNKNOWN (2458)
COGZO PATHWAY UNKNOWN (5016) l KNOWN (689)
KEGG BRITE UNKNOWN (3572) B8 KNOWN (2133)

KEGG Class - ynknown (5271) [l KNOWN (434)

KEGG Module  jnknvown s271) B KNOWN (434)

KOfam - ynkvown (3566) [l KNOWN (2139)

Pfam B KNOWN (4029) | | UNKNOWN (1676)




