
Bacteroides caccae str FDAARGOS 1219 id GCA 016889745 1
Bacteroides caccae str ATCC 43185 id GCA 025146315 1
Bacteroides caccae str ATCC 43185 id GCA 002222615 2
Bacteroides caccae str ATCC 43185 id GCA 002959715 1

Bacteroides caccae str FDAARGOS 1097 id GCA 016726305 1
Bacteroides caccae str BFG 104 id GCA 024759085 1
Bacteroides caccae str BFG 100 id GCA 020091545 1
Bacteroides caccae str BFG 101 id GCA 024758425 1
Bacteroides caccae str BFG 254 id GCA 024787725 1
Bacteroides caccae str BFG 474 id GCA 024759505 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 21

num_genes_... sqrt 0 0 7.4833

num_genome... none 0 0 10

Bacteroides caccae homd HMT 967
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (5333) KNOWN (372)CAZyme

KNOWN (3247) UNKNOWN (2458)COG20 CATEGORY

KNOWN (3247) UNKNOWN (2458)COG20 FUNCTION

UNKNOWN (5016) KNOWN (689)COG20 PATHWAY

UNKNOWN (3572) KNOWN (2133)KEGG BRITE

UNKNOWN (5271) KNOWN (434)KEGG Class

UNKNOWN (5271) KNOWN (434)KEGG Module

UNKNOWN (3566) KNOWN (2139)KOfam

KNOWN (4029) UNKNOWN (1676)Pfam


