
Bacteroides heparinolyticus str DSM 23917 id GCA 004342845 1
Bacteroides heparinolyticus str F0111 id GCA 002998535 1

Bacteroides heparinolyticus str ERR1855539 bin 12 metaWRAP v1 3 MAG id GCA 945869495 1
Bacteroides heparinolyticus str SRR5240741 bin 24 metaWRAP v1 3 MAG id GCA 945829905 1

Bacteroides heparinolyticus str OH SBB 74 id GCA 023425005 1
Bacteroides heparinolyticus str 3012STDY7078512 id GCA 900683665 1

Bacteroides heparinolyticus str OH1047 COT 310 id GCA 003932775 1
Bacteroides heparinolyticus str SRR15057927 bin 23 metaWRAP v1 3 MAG id GCA 945917645 1

Bacteroides heparinolyticus str OH CDB 24 id GCA 023436275 1
Bacteroides heparinolyticus str SUG503 id GCA 022772185 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 7.5498

num_genome... none 0 0 10

Bacteroides heparinolyticus homd HMT 630
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4585) KNOWN (271)CAZyme

KNOWN (2876) UNKNOWN (1980)COG20 CATEGORY

KNOWN (2876) UNKNOWN (1980)COG20 FUNCTION

UNKNOWN (4185) KNOWN (671)COG20 PATHWAY

UNKNOWN (2892) KNOWN (1964)KEGG BRITE

UNKNOWN (4444) KNOWN (412)KEGG Class

UNKNOWN (4444) KNOWN (412)KEGG Module

UNKNOWN (2888) KNOWN (1968)KOfam

KNOWN (3480) UNKNOWN (1376)Pfam


