
Bacteroides ovatus str V975 id GCA 900095495 1
Bacteroides ovatus str FDAARGOS 1235 id GCA 016894185 1
Bacteroides ovatus str FDAARGOS 1516 id GCA 020149745 1

Bacteroides ovatus str ATCC 8483 id GCA 001314995 1
Bacteroides ovatus str ATCC 8483 id GCA 025146775 1

Bacteroides ovatus str BFG 464 id GCA 024758285 1
Bacteroides ovatus str BFG 465 id GCA 024758985 1

Bacteroides ovatus str FDAARGOS 733 id GCA 009734165 1
Bacteroides ovatus str VPI435 id GCA 918292745 1

Bacteroides ovatus str VPIC145 id GCA 918258265 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 10.5830

num_genome... none 0 0 10

Bacteroides ovatus homd HMT 968
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (7230) KNOWN (757)CAZyme

KNOWN (4509) UNKNOWN (3478)COG20 CATEGORY

KNOWN (4509) UNKNOWN (3478)COG20 FUNCTION

UNKNOWN (7182) KNOWN (805)COG20 PATHWAY

UNKNOWN (5048) KNOWN (2939)KEGG BRITE

UNKNOWN (7494) KNOWN (493)KEGG Class

UNKNOWN (7494) KNOWN (493)KEGG Module

UNKNOWN (5044) KNOWN (2943)KOfam

KNOWN (5628) UNKNOWN (2359)Pfam


