
Bacteroides pyogenes str JCM 10003 id GCA 000511775 1
Bacteroides pyogenes str DSM 19673 id GCA 014196225 1
Bacteroides pyogenes str NCTC11853 id GCA 900445575 1
Bacteroides pyogenes str DSM 20611 id GCA 000428105 1

Bacteroides pyogenes str JCM 6292 id GCA 000511735 1
Bacteroides pyogenes str JCM 6294 id GCA 000511755 1

Bacteroides pyogenes str DD22 id GCA 018206015 1
Bacteroides pyogenes str DD33 id GCA 018206295 1
Bacteroides pyogenes str ET44 id GCA 021532155 1

Bacteroides pyogenes str KG 29 id GCA 008121405 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 13

num_genes_... sqrt 0 0 5.5678

num_genome... none 0 0 10

Bacteroides pyogenes homd HMT 787
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4007) KNOWN (160)CAZyme

KNOWN (2459) UNKNOWN (1708)COG20 CATEGORY

KNOWN (2459) UNKNOWN (1708)COG20 FUNCTION

UNKNOWN (3532) KNOWN (635)COG20 PATHWAY

UNKNOWN (2478) KNOWN (1689)KEGG BRITE

UNKNOWN (3803) KNOWN (364)KEGG Class

UNKNOWN (3803) KNOWN (364)KEGG Module

UNKNOWN (2476) KNOWN (1691)KOfam

KNOWN (2986) UNKNOWN (1181)Pfam


