
Bacteroides stercoris str ATCC 43183 id GCA 000154525 1
Bacteroides stercoris str ATCC 43183 id GCA 025147325 1

Bacteroides stercoris str AF102 42 id GCA 027686445 1
Bacteroides stercoris str AF12 7 id GCA 003464965 1

Bacteroides stercoris str K11 id GCA 019734215 1
Bacteroides stercoris str 1001283st1 H1 1001283B150304 161114 id GCA 028399565 1

Bacteroides stercoris str BFG 121 id GCA 020091485 1
Bacteroides stercoris str BFG 407 id GCA 024793125 1
Bacteroides stercoris str BFG 382 id GCA 024792395 1

Bacteroides stercoris str CC31F id GCA 000413395 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 38

num_genes_... sqrt 0 0 8.7178

num_genome... none 0 0 10

Bacteroides stercoris homd HMT 969
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6225) KNOWN (368)CAZyme

KNOWN (3448) UNKNOWN (3145)COG20 CATEGORY

KNOWN (3448) UNKNOWN (3145)COG20 FUNCTION

UNKNOWN (5898) KNOWN (695)COG20 PATHWAY

UNKNOWN (4425) KNOWN (2168)KEGG BRITE

UNKNOWN (6153) KNOWN (440)KEGG Class

UNKNOWN (6153) KNOWN (440)KEGG Module

UNKNOWN (4423) KNOWN (2170)KOfam

KNOWN (4339) UNKNOWN (2254)Pfam


