
Bacteroides uniformis str KGMB07931 id GCA 017309675 2
Bacteroides uniformis str KGMB10229 id GCA 020550085 1

Bacteroides uniformis str A1C1 id GCA 004328515 1
Bacteroides uniformis str HF 162 id GCA 015679285 1
Bacteroides uniformis str NSJ 21 id GCA 014287575 1

Bacteroides uniformis str ATCC 8492 id GCA 025147485 1
Bacteroides uniformis str FDAARGOS 901 id GCA 016117815 1

Bacteroides uniformis str CE91 St12 id GCA 022834995 1
Bacteroides uniformis str BFG 213 id GCA 024788785 1

Bacteroides uniformis str CL03T12C37 id GCA 018292165 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 37

num_genes_... sqrt 0 0 6.7823

num_genome... none 0 0 10

Bacteroides uniformis homd HMT 971
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6277) KNOWN (565)CAZyme

KNOWN (3888) UNKNOWN (2954)COG20 CATEGORY

KNOWN (3888) UNKNOWN (2954)COG20 FUNCTION

UNKNOWN (6072) KNOWN (770)COG20 PATHWAY

UNKNOWN (4387) KNOWN (2455)KEGG BRITE

UNKNOWN (6345) KNOWN (497)KEGG Class

UNKNOWN (6345) KNOWN (497)KEGG Module

UNKNOWN (4383) KNOWN (2459)KOfam

KNOWN (4769) UNKNOWN (2073)Pfam


