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CAZyme UNKNOWN (9049) [l KNOWN (805)
COG20 CATEGORY B KNOWN (5112) | | UNKNOWN (4742)

COGZO FU NCTION B KNOWN (5114) UNKNOWN (4740)
COGZ O PATHWAY UNKNOWN (8995) l KNOWN (859)
KEGG BRITE UNKNOWN (6680) l KNOWN (3174)

KEGG Class  ynknown @327) B KNOWN (527)

KEGG Module UNKNOWN (9327) ] KNOWN (527)

KOfam UNKNOWN (6676) B8 KNOWN (3178)
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