
Bacteroides xylanisolvens str AY11 1 id GCA 029369765 1
Bacteroides xylanisolvens str BFG 319 id GCA 024759125 1
Bacteroides xylanisolvens str BFG 193 id GCA 024793755 1

Bacteroides xylanisolvens str CL11T00C03 id GCA 018289135 1
Bacteroides xylanisolvens str BFG 566 id GCA 024759865 1

Bacteroides xylanisolvens str H207 id GCA 006546965 1
Bacteroides xylanisolvens str BFG 514 id GCA 024758345 1

Bacteroides xylanisolvens str CL11T00C41 id GCA 018289035 1
Bacteroides xylanisolvens str APCS1 XY id GCA 018279805 1

Bacteroides xylanisolvens str CL03T12C04 id GCA 018492835 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

Bacteroide... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 51

num_genes_... sqrt 0 0 17.8885

num_genome... none 0 0 10

Bacteroides xylanisolvens homd HMT 972
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (9049) KNOWN (805)CAZyme

KNOWN (5112) UNKNOWN (4742)COG20 CATEGORY

KNOWN (5114) UNKNOWN (4740)COG20 FUNCTION

UNKNOWN (8995) KNOWN (859)COG20 PATHWAY

UNKNOWN (6680) KNOWN (3174)KEGG BRITE

UNKNOWN (9327) KNOWN (527)KEGG Class

UNKNOWN (9327) KNOWN (527)KEGG Module

UNKNOWN (6676) KNOWN (3178)KOfam

KNOWN (6575) UNKNOWN (3279)Pfam


