pbacteroides zoogleotormans homd HM I 465

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

}
Bacteroides zoogleoformans str ERR589356 bin 51 CONCOCT v1 1 MAG id GCA 938041125 1

Bacteroides zoogleoformans str ATCC 33285 id GCA 002998435 1 I

Bacteroides zoogleoformans str ATCC 33285 id GCA 007830715 1 |
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CAZyme UNKNOWN (2792) ] KNOWN (181)
COG20 CATEGORY B KNOWN (2060) | | UNKNOWN (913)

COGZO FU NCTION B KNOWN (2060) UNKNOWN (913)
COGZO PATHWAY UNKNOWN (2379) l KNOWN (594)
KEGG BRITE B KNOWN (1504) UNKNOWN (1469)

KEGG ClaSS UNKNOWN (2625) l KNOWN (348)

KEGG Module UNKNOWN (2625) [l KNOWN (348)

KOfam B KNOWN (1507) | | UNKNOWN (1466)
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