CAZyme

Bitfiaopbacterium pbreve homd HVIT 889

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Bifidobacterium breve str DSM 20213 id GCA 000158015 1| | |
Bifidobacterium breve str DSM 20213 id GCA 000771305 1| | | N
Bifidobacterium breve str JCM 1192 id GCA 001025175 1
Bifidobacterium breve str NCTC11815 id GCA 900637145 1| ||
Bifidobacterium breve str DRBB27 id GCA 002838445 1 I || ’ I ‘I
Bifidobacterium breve str NRBB27 id GCA 0028386651 || | |
Bifidobacterium breve str NRBB49 id GCA 002838685 1 il |

Bifidobacterium breve str BIF195 id GCA 024665435 1 || I‘ "HI .
Bifidobacterium breve str JTL id GCA 013267755 1 |II\
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UNKNOWN (2691) [l KNOWN (112)

COG20 CATEGORY B KNOWN (1929) | | UNKNOWN (874)
COG20 FUNCTION B KNOWN (1929) | | UNKNOWN (874)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

Pfam

UNKNOWN (2354) [l KNOWN (449)

UNKNOWN (1453) [l KNOWN (1350)

UNKNOWN (2562) Bl KNOWN (241)

UNKNOWN (2562) l KNOWN (241)

UNKNOWN (1450) il KNOWN (1353)

B KNOWN (2010) | | UNKNOWN (793)




