
Bifidobacterium longum str LMG 13197 id GCA 000741245 1
Bifidobacterium longum str DSM 20219 id GCA 900104835 1

Bifidobacterium longum str JCM 1217 id GCA 000196555 1
Bifidobacterium longum str KCTC 3128 id GCA 017132775 1

Bifidobacterium longum str NCTC11818 id GCA 900637335 1
Bifidobacterium longum str NBRC 114494 id GCA 020353915 1

Bifidobacterium longum str W13 id GCA 023242235 1
Bifidobacterium longum str XZM1 id GCA 030450025 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

Bifidobact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 7.7460

num_genome... none 0 0 8

Bifidobacterium longum homd HMT 862
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2730) KNOWN (124)CAZyme

KNOWN (1891) UNKNOWN (963)COG20 CATEGORY

KNOWN (1891) UNKNOWN (963)COG20 FUNCTION

UNKNOWN (2417) KNOWN (437)COG20 PATHWAY

UNKNOWN (1531) KNOWN (1323)KEGG BRITE

UNKNOWN (2616) KNOWN (238)KEGG Class

UNKNOWN (2616) KNOWN (238)KEGG Module

UNKNOWN (1529) KNOWN (1325)KOfam

KNOWN (2003) UNKNOWN (851)Pfam


