pifidobacterium longum homa HM 1 862

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Bifidobacterium longum str LMG 13197 id GCA 000741245 1 [|JHIEEGGGEEEEEEEEEEEE | |
Bifidobacterium longum str DSM 20219 id GCA 900104835 1 |GGG | |
Bifidobacterium longum strJcM 1217 id GCA 000196555 1 |GGG |
Bifidobacterium longum str KCTC 3128 id GCA 017132775 1 _|| ‘
I

Bifidobacterium longum str NCTC11818 id GCA 900637335 1 ‘

|
Bifidobacterium longum str NBRC 114494 id GCA 020353915 1 ] | | - I'e

Bifidobacterium longumstr wizid Gcao23242235 1| ] | [ | BE B
Bifidobacterium longum str XZM1 id GCA 030450025 1 |.I‘ _ -
COG20 FUNCTION | I I 0 O N St T T TR T F A R W R

KOfarm |10 M i T R A PR
Py AN 1 0 e m~in e e  c

CAZyme UNKNOWN (2730) [ll KNOWN (124)
COG20 CATEGORY B KNOWN (1891) | | UNKNOWN (963)

COGZO FU NCTION B KNOWN (1891) UNKNOWN (963)
COGZO PATHWAY UNKNOWN (2417) B KNOWN (437)
KEGG BRITE UNKNOWN (1531) B8 KNOWN (1323)

KEGG Class  ynknown s B KNOWN (238)

KEGG Module  jnknown este) B KNOWN (238)

KOfam UNKNOWN (1529) B8 KNOWN (1325)

Pfam g «nvown oo unknown @s1)




