
Bordetella pertussis str NCTC5952 id GCA 900445785 1
Bordetella pertussis str NBRC 13691 id GCA 001598655 1

Bordetella pertussis str NCTC452 id GCA 900445725 1
Bordetella pertussis str 18323 id GCA 000306945 1

Bordetella pertussis str I979 id GCA 001509915 1
Bordetella pertussis str J693 id GCA 004635725 1
Bordetella pertussis str J603 id GCA 004635905 1
Bordetella pertussis str J300 id GCA 001988495 1

Bordetella pertussis str H784 id GCA 001985445 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

Bordetella... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 266

num_genes_... sqrt 0 0 39.3700

num_genome... none 0 0 9

Bordetella pertussis homd HMT 828
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4808) KNOWN (91)CAZyme

KNOWN (4277) UNKNOWN (622)COG20 CATEGORY

KNOWN (4277) UNKNOWN (622)COG20 FUNCTION

UNKNOWN (3860) KNOWN (1039)COG20 PATHWAY

KNOWN (3242) UNKNOWN (1657)KEGG BRITE

UNKNOWN (4188) KNOWN (711)KEGG Class

UNKNOWN (4188) KNOWN (711)KEGG Module

KNOWN (3248) UNKNOWN (1651)KOfam

KNOWN (4379) UNKNOWN (520)Pfam


