
Campylobacter curvus str FDAARGOS 1547 id GCA 020736225 1
Campylobacter curvus str ATCC 35224 id GCA 013372125 1
Campylobacter curvus str ATCC 35224 id GCA 012978875 1

Campylobacter curvus str DSM 6644 id GCA 000376325 1
Campylobacter curvus str 15500 id GCA 012979055 1

Campylobacter curvus str FOBRC14 id GCA 000287855 1
Campylobacter curvus str MGYG HGUT 01706 id GCA 902381815 1

Campylobacter curvus str 525 92 id GCA 000017465 2
Campylobacter curvus str SS167074 id GCA 012978915 1

Campylobacter curvus str 13153 id GCA 012979035 1
Campylobacter curvus str SS119296 id GCA 012978955 1

Campylobacter curvus str 17503 id GCA 012978995 1
Campylobacter curvus str 13570 id GCA 012979015 1

Campylobacter curvus str SS177624 id GCA 012978935 1
Campylobacter curvus str 370 96 id GCA 012978895 1

Campylobacter curvus str 2017609248 id GCA 017170235 1
Campylobacter curvus str SS174371 id GCA 012978975 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 10.4403

num_genome... none 0 0 17

Campylobacter curvus homd HMT 580
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2808) KNOWN (71)CAZyme

KNOWN (1888) UNKNOWN (991)COG20 CATEGORY

KNOWN (1889) UNKNOWN (990)COG20 FUNCTION

UNKNOWN (2328) KNOWN (551)COG20 PATHWAY

UNKNOWN (1502) KNOWN (1377)KEGG BRITE

UNKNOWN (2568) KNOWN (311)KEGG Class

UNKNOWN (2568) KNOWN (311)KEGG Module

UNKNOWN (1498) KNOWN (1381)KOfam

KNOWN (2084) UNKNOWN (795)Pfam


