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CAZyme  ynknown esos B KNOWN (71)
COG20 CATEGORY B KNOWN (1888) | ' UNKNOWN (991)

COGZO FUNCTION B KNOWN (1889) UNKNOWN (990)
COGZO PATHWAY UNKNOWN (2328) B KNOWN (551)
KEGG BRITE  ynknown (1502) m known (1377,
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KEGG Module | UNKNOWN (2568) [ll KNOWN (311)

KOfam - ynknown (1498) [l KNOWN (1381)

Pfam B KNOWN (2084) | | UNKNOWN (795)




