Campylobacter gracilis homd AM 1 623

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Campylobacter gracls st RMZ268 id GCa 00017275 1 |
Campylobacter gracls st ATCC 33236 id Gea 001190745 1 |

Campylobacter gracilis str FDAARGOS 1548 id GCA 020736185 1 I
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CAZyme UNKNOWN (2115) l KNOWN (42)
COG2O CATEGORY B KNOWN (1404) UNKNOWN (753)

COGZO FU NCTION B KNOWN (1404) UNKNOWN (753)
COGQO PATHWAY UNKNOWN (1669) l KNOWN (488)
KEGG BRITE B KNOWN (1097) UNKNOWN (1060)

KEGG Class  ynknown (1884 m known 273)

KEGG Module  juknvown (1884) [l KNOWN (273)

KOfam g known (09 unknown (1oss)

Pfam B KNOWN (1516) | | UNKNOWN (641)




