
Campylobacter rectus str OH2158 id GCA 003859865 1
Campylobacter rectus str RM3267 id GCA 000174175 1

Campylobacter rectus str ATCC 33238 id GCA 004803795 1
Campylobacter rectus str FDAARGOS 1549 id GCA 020736205 1

Campylobacter rectus str SRR9217473 mag bin 5 id GCA 905373485 1
Campylobacter rectus str bin 139 id GCA 029984535 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 29

num_genes_... sqrt 0 0 9.8489

num_genome... none 0 0 6

Campylobacter rectus homd HMT 748
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2767) KNOWN (41)CAZyme

KNOWN (1646) UNKNOWN (1162)COG20 CATEGORY

KNOWN (1646) UNKNOWN (1162)COG20 FUNCTION

UNKNOWN (2323) KNOWN (485)COG20 PATHWAY

UNKNOWN (1551) KNOWN (1257)KEGG BRITE

UNKNOWN (2523) KNOWN (285)KEGG Class

UNKNOWN (2523) KNOWN (285)KEGG Module

UNKNOWN (1549) KNOWN (1259)KOfam

KNOWN (1804) UNKNOWN (1004)Pfam


