
Campylobacter showae str B91 SCBr id GCA 900573945 1
Campylobacter showae str B91 SC id GCA 900699785 1

Campylobacter showae str B91 TPP id GCA 900573955 1
Campylobacter showae str 129 MSG id GCA 900573995 1

Campylobacter showae str 129 VTPPs id GCA 900573975 1
Campylobacter showae str ERR589686 bin 50 CONCOCT v1 1 MAG id GCA 937924935 1

Campylobacter showae str B32 SW id GCA 900573925 1
Campylobacter showae str CSUNSWCD id GCA 000313615 1
Campylobacter showae str ATCC 51146 id GCA 004803815 1

Campylobacter showae str RM3277 id GCA 000175655 1
Campylobacter showae str CAM id GCA 900573985 1

Campylobacter showae str CC57C id GCA 000344295 2
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 6.3246

num_genome... none 0 0 12

Campylobacter showae homd HMT 763
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3745) KNOWN (50)CAZyme

KNOWN (2039) UNKNOWN (1756)COG20 CATEGORY

KNOWN (2039) UNKNOWN (1756)COG20 FUNCTION

UNKNOWN (3279) KNOWN (516)COG20 PATHWAY

UNKNOWN (2326) KNOWN (1469)KEGG BRITE

UNKNOWN (3500) KNOWN (295)KEGG Class

UNKNOWN (3500) KNOWN (295)KEGG Module

UNKNOWN (2321) KNOWN (1474)KOfam

KNOWN (2332) UNKNOWN (1463)Pfam


