
Campylobacter sputorum str NCTC12474 id GCA 900446595 1
Campylobacter sputorum str CCUG 9728 id GCA 008802035 1
Campylobacter sputorum str NCTC12475 id GCA 900460785 1

Campylobacter sputorum str LMG 7795 id GCA 008245005 1
Campylobacter sputorum str RM3237 id GCA 002220795 1
Campylobacter sputorum str RM8705 id GCA 002220775 1

Campylobacter sputorum str CCUG 20703 id GCA 002220735 1
Campylobacter sputorum str LMG 17589 id GCA 002220755 1

Campylobacter sputorum str YZU0716 id GCA 020828775 1
Campylobacter sputorum str YZU0717 id GCA 020828825 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 7.8102

num_genome... none 0 0 10

Campylobacter sputorum homd HMT 776
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2014) KNOWN (48)CAZyme

KNOWN (1518) UNKNOWN (544)COG20 CATEGORY

KNOWN (1518) UNKNOWN (544)COG20 FUNCTION

UNKNOWN (1568) KNOWN (494)COG20 PATHWAY

KNOWN (1208) UNKNOWN (854)KEGG BRITE

UNKNOWN (1768) KNOWN (294)KEGG Class

UNKNOWN (1768) KNOWN (294)KEGG Module

KNOWN (1211) UNKNOWN (851)KOfam

KNOWN (1611) UNKNOWN (451)Pfam


