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Campylobacter sputorum homa AMI1 776

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Campylobacter sputorum str NCTC124741d Geasooaaesss 1| | [ |
Campylobactersputorum str CCUG 728 idGeacossozoss 1 | [

Campylobacter sputorum str NCTC12475 id GCA 900460785 1 \ -
Campylobacter sputorum str LMG 7795 id GCA 008245005 1 ‘ -
Campylobacter sputorum str RM3237 id GCA 002220795 1 - -
campylobacter sputorum str RM8705id GCA 002220775 1) | 1 11 |
campylobacter sputorum str CCUG 20703id GCA0022207351 )| I W T
Campylobacter sputorum str LMG 17589 id GCA 002220755 1 || l | ‘ | \-_
Campylobacter sputorum str YZU0716 id GCA 020828775 1 \ I.‘ -_

Campylobacter sputorum str YZU0717 id GCA 020828825 1 I. -
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UNKNOWN (2014) [l KNOWN (48)

COG20 CATEGORY B KNOWN (1518) | | UNKNOWN (544)
COG20 FUNCTION B KNOWN (1518) | | UNKNOWN (544)

COG20 PATHWAY

UNKNOWN (1568) ] KNOWN (494)

KEGG BRITE B KNOWN (1208) UNKNOWN (854)

KEGG Class
KEGG Module
KOfam

Pfam

UNKNOWN (1768) [l KNOWN (294)

UNKNOWN (1768) [l KNOWN (294)

B KNOWN (1211) [ | UNKNOWN (851)

B KNOWN (1611) UNKNOWN (451)




