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Campylobacter ureolyticus str LMG 6451 id GCA 013372225 1 - . ‘ - ‘ _
Campylobacter ureolyticus str NCTC10941 id GCA 900460885 1 [ ]| I | 1N S
Campylobacter ureolyticus str DSM 20703 id GCA 000374605 1 - . ‘ -’ | I_
Campylobacter ureolyticus str FDAARGOS 1102 id GCA 016766895 1 -\ . -’ _
Campylobacter ureolyticus str FDAARGOS 673 id GCA 0122731751 |1 |l | | |
Campylobacter ureolyticus str NCTC12015 id GcA 9004466851 | Il |l | e

Campylobacter ureolyticus str RIGS 9880 id GCA001190755 1 [l 1IN B | N

Campylobacter ureolyticus str URMC 789 id GCA 027277305 1 I |I || ||||I . I .I_
Campylobacter ureolyticus str CE91 St25 id GCA 022835215 1 -||| |I II - II ‘I_

Campylobacter ureolyticus str URMC 793 id GCA 027277265 1 | \|| ’I
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CAZyme  |nknown (2421) [l KNOWN (60)
COG20 CATEGORY B KNOWN (1534) - | UNKNOWN (947)

COGZO FU NCTION B KNOWN (1534) UNKNOWN (947)
COGQO PATHWAY UNKNOWN (2004) B KNOWN (477)
KEGG BRITE UNKNOWN (1297) 8 KNOWN (1184)

KEGG Class  ynknown @is1) m known so)

KEGG Module  ynkvown @1o1) B KNOWN (290)

KOfam UNKNOWN (1295) il KNOWN (1186)

Pfam g «nown 1710)  unknown @71)




