
Campylobacter ureolyticus str LMG 6451 id GCA 013372225 1
Campylobacter ureolyticus str NCTC10941 id GCA 900460885 1
Campylobacter ureolyticus str DSM 20703 id GCA 000374605 1

Campylobacter ureolyticus str FDAARGOS 1102 id GCA 016766895 1
Campylobacter ureolyticus str FDAARGOS 673 id GCA 012273175 1

Campylobacter ureolyticus str NCTC12015 id GCA 900446685 1
Campylobacter ureolyticus str RIGS 9880 id GCA 001190755 1
Campylobacter ureolyticus str URMC 789 id GCA 027277305 1
Campylobacter ureolyticus str CE91 St25 id GCA 022835215 1
Campylobacter ureolyticus str URMC 793 id GCA 027277265 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

Campylobac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 6.4031

num_genome... none 0 0 10

Campylobacter ureolyticus homd HMT 842
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2421) KNOWN (60)CAZyme

KNOWN (1534) UNKNOWN (947)COG20 CATEGORY

KNOWN (1534) UNKNOWN (947)COG20 FUNCTION

UNKNOWN (2004) KNOWN (477)COG20 PATHWAY

UNKNOWN (1297) KNOWN (1184)KEGG BRITE

UNKNOWN (2191) KNOWN (290)KEGG Class

UNKNOWN (2191) KNOWN (290)KEGG Module

UNKNOWN (1295) KNOWN (1186)KOfam

KNOWN (1710) UNKNOWN (771)Pfam


