CAZyme

Cardiobacterium hominis homd HM 1 633

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Cardiobacterium hominis str 612 ETAR id GCA 001057555 1 I

Cardiobacterium hominis str 598 FBAL id GCA 001057485 1 | _
Cardiobacterium hominis str 599 SSED id GCA 001063785 1 | | N
Cardiobacterium hominis str CHUV0807 id GCA 900079085 1 e | 1

Cardiobacterium hominis str ATCC 15826 id GCA 000160655 1 I

Cardiobacterium hominis str NCTC10426 id GCA 900637305 1 | s

Cardiobacterium hominis str SRR2240840 bin 17 CONCOCT v1 1 MAG id GCA 937919565 1 ] . ]
Cardiobacterium hominis str SRR9217435 mag bin 6 id GCA 905372965 1 B I

€G220 FUNCTION || T T A A

KOfarm | NI IR L R e E
Prarm IO 00 O EYE S

UNKNOWN (3456) [l KNOWN (80)

COGZO CATEGORY B KNOWN (2343) UNKNOWN (1193)
COGZO FU NCTION B KNOWN (2343) UNKNOWN (1193)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

UNKNOWN (2978) [l KNOWN (558)

UNKNOWN (1803) Jll KNOWN (1733)

UNKNOWN (3203) [l KNOWN (333)

UNKNOWN (3203) [l KNOWN (333)

UNKNOWN (1795) l KNOWN (1741)

Pfam g inown esor)  uninown (o35




