
Cardiobacterium hominis str 612 ETAR id GCA 001057555 1
Cardiobacterium hominis str 598 FBAL id GCA 001057485 1
Cardiobacterium hominis str 599 SSED id GCA 001063785 1

Cardiobacterium hominis str CHUV0807 id GCA 900079085 1
Cardiobacterium hominis str ATCC 15826 id GCA 000160655 1
Cardiobacterium hominis str NCTC10426 id GCA 900637305 1

Cardiobacterium hominis str SRR2240840 bin 17 CONCOCT v1 1 MAG id GCA 937919565 1
Cardiobacterium hominis str SRR9217435 mag bin 6 id GCA 905372965 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

Cardiobact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 21

num_genes_... sqrt 0 0 7.7460

num_genome... none 0 0 8

Cardiobacterium hominis homd HMT 633
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3456) KNOWN (80)CAZyme

KNOWN (2343) UNKNOWN (1193)COG20 CATEGORY

KNOWN (2343) UNKNOWN (1193)COG20 FUNCTION

UNKNOWN (2978) KNOWN (558)COG20 PATHWAY

UNKNOWN (1803) KNOWN (1733)KEGG BRITE

UNKNOWN (3203) KNOWN (333)KEGG Class

UNKNOWN (3203) KNOWN (333)KEGG Module

UNKNOWN (1795) KNOWN (1741)KOfam

KNOWN (2501) UNKNOWN (1035)Pfam


