Cellulosimicrobium tfunkel homd HMVIT 374

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Cellulosimicrobium funkei str NBRC 104118 id GCA 001570825 1 |||}
Cellulosimicrobium funkei str JCM 14302 id GCA 004519295 1 ||l
Cellulosimicrobium funkei str JCM 15619 id GCA 004114655 2 ||
Cellulosimicrobium funkei str ORNL 0100 id GCA 0181282651 [ |||

Cellulosimicrobium funkei str 72 3id GCA 013127315 1| | || |
Cellulosimicrobium funkei str 3bp id GCA 9001559251 ] | ||l

| |
Cellulosimicrobium funkei str Jz28 id GCA 0153270651 ] | |

COG20 FUNCTION [l | I S ! T
KOFarm 1 D10 I 0 0 L e TN
PAarm (I 1RO A D T2t 0 ]

CAZyme  jnknown (4667) i KNOWN (200)
COG20 CATEGORY B KNOWN (3551) ~ | UNKNOWN (1316)

COGZO FU NCTION B KNOWN (3551) UNKNOWN (1316)
COGZO PATHWAY UNKNOWN (4060) 8 KNOWN (807)
KEGG BRITE UNKNOWN (2439) B8 KNOWN (2428)

KEGG ClaSS UNKNOWN (4389) l KNOWN (478)

KEGG Module - ynknown (4389) ] KNOWN (478)

KOfam UNKNOWN (2435) [l KNOWN (2432)

Pfam Il KNOWN (3789) | | UNKNOWN (1078)




