
Cellulosimicrobium funkei str NBRC 104118 id GCA 001570825 1
Cellulosimicrobium funkei str JCM 14302 id GCA 004519295 1
Cellulosimicrobium funkei str JCM 15619 id GCA 004114655 2

Cellulosimicrobium funkei str ORNL 0100 id GCA 018128265 1
Cellulosimicrobium funkei str 72 3 id GCA 013127315 1
Cellulosimicrobium funkei str 3bp id GCA 900155925 1
Cellulosimicrobium funkei str JZ28 id GCA 015327065 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Cellulosim... none 180 0 1

Cellulosim... none 180 0 1

Cellulosim... none 180 0 1

Cellulosim... none 180 0 1

Cellulosim... none 180 0 1

Cellulosim... none 180 0 1

Cellulosim... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 5.2915

num_genome... none 0 0 7

Cellulosimicrobium funkei homd HMT 374
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4667) KNOWN (200)CAZyme

KNOWN (3551) UNKNOWN (1316)COG20 CATEGORY

KNOWN (3551) UNKNOWN (1316)COG20 FUNCTION

UNKNOWN (4060) KNOWN (807)COG20 PATHWAY

UNKNOWN (2439) KNOWN (2428)KEGG BRITE

UNKNOWN (4389) KNOWN (478)KEGG Class

UNKNOWN (4389) KNOWN (478)KEGG Module

UNKNOWN (2435) KNOWN (2432)KOfam

KNOWN (3789) UNKNOWN (1078)Pfam


