
Chlamydia pneumoniae str LPCoLN id GCA 000024145 1
Chlamydia pneumoniae str AR39 id GCA 000091085 2
Chlamydia pneumoniae str J138 id GCA 000011165 1

Chlamydia pneumoniae str TW 183 id GCA 000007205 1
Chlamydia pneumoniae str Wien1 id GCA 001007025 1
Chlamydia pneumoniae str Wien3 id GCA 001007085 1

Chlamydia pneumoniae str K7 id GCA 001007045 1
Chlamydia pneumoniae str CWL011 id GCA 001007065 1
Chlamydia pneumoniae str CWL029 id GCA 000008745 1

Chlamydia pneumoniae str PB2 id GCA 001007145 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

Chlamydia_... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 4

num_genes_... sqrt 0 0 5.9161

num_genome... none 0 0 10

Chlamydia pneumoniae homd HMT 733
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1047) KNOWN (17)CAZyme

KNOWN (718) UNKNOWN (346)COG20 CATEGORY

KNOWN (718) UNKNOWN (346)COG20 FUNCTION

UNKNOWN (771) KNOWN (293)COG20 PATHWAY

KNOWN (559) UNKNOWN (505)KEGG BRITE

UNKNOWN (912) KNOWN (152)KEGG Class

UNKNOWN (912) KNOWN (152)KEGG Module

KNOWN (561) UNKNOWN (503)KOfam

KNOWN (803) UNKNOWN (261)Pfam


