Corynebacterium arermentans homa HM | 030

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium afermentans str GD7 id GCA 000403725 2 |l_ I I ||| |
Corynebacterium afermentans str DSM 45751 id GCA 028609825 1 _ II "
Corynebacterium afermentans str MGYG HGUT 01701 id GCA 902377555 1 _I‘I \ ‘"
Corynebacterium afermentans str DSM 44280 id GCA 900156035 1 _ I|||I I ||’ I
Corynebacterium afermentans str DSM 44280 id GCA 030408355 1 _ I\llll I\ || ||‘
Corynebacterium afermentans str LCDC880199 id GCA 001639025 1 _ “ll I |I‘ I
Corynebacterium afermentans str Bqd3KCLXfU bin 6 MAG id GCA 943912545 1 “l_ ‘MH.“ “H”H‘I‘ .
Corynebacterium afermentans str SCPM O B 9437 R12 id GCA 028527885 1 II_I”IH\.I \ ||‘ “M” .
Corynebacterium afermentans str ACRPV id GCA 022346315 1 II\_‘IM\.l \ I m .
Corynebacterium afermentans str ACRQQ id GCA 022346305 1 |I|_I‘I ||. ‘ | HHMI .
Corynebacterium afermentans str HSID17239 id GCA 003989555 1 Il ‘“’HI‘ I
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CAZyme UNKNOWN (2742) [l KNOWN (90)
COG20 CATEGORY B KNOWN (1860) | | UNKNOWN (972)

COG20 FUNCTION Il KNOWN (1860) | | UNKNOWN (972)
COG20 PATHWAY UNKNOWN (2331) il KNOWN (501)
KEGG BRITE UNKNOWN (1449) [l KNOWN (1383)

KEGG Class | UNKNOWN (2535) [ll KNOWN (297)

KEGG Module  jnknvown @sss B KNOWN (297)

KOfam - ynknown (1440 I KNOWN (1392)
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