Corynebacterium appendicis homd AM 1 033

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium appendicis str CIP 107643 id GCA 030408415 1 ||| NGNGB
Corynebacterium appendicis str DSM 44531 id GCA 900156665 1 _ \ -|
Corynebacterium appendicis str JVunxdyFQO bin 2 MAG id GCA 943914275 1 I I|I _ . .
Corynebacterium appendicis str MSK095 id GCA 030229545 1 |} | |GGG | |}
|

Corynebacterium appendicis str p3 SID973 id GCA 025144565 1 .I
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CAZyme  ynnown @39 B KNOWN (72)
COG20 CATEGORY B KNOWN (1774) | | UNKNOWN (657)

COGZO FU NCTION B KNOWN (1774) UNKNOWN (657)
COGQO PATHWAY UNKNOWN (1909) B KNOWN (522)
KEGG BRITE B KNOWN (1340) | UNKNOWN (1091)

KEGG Class  ynknown 113 B KNOWN (318)

KEGG Module UNKNOWN (2113) Jll KNOWN (318)

KOfam B KNOWN (1344) | | UNKNOWN (1087)

Pfam g inown (1908 uninown 525




