
Corynebacterium appendicis str CIP 107643 id GCA 030408415 1
Corynebacterium appendicis str DSM 44531 id GCA 900156665 1

Corynebacterium appendicis str JVunxdyFQ0 bin 2 MAG id GCA 943914275 1
Corynebacterium appendicis str MSK095 id GCA 030229545 1

Corynebacterium appendicis str p3 SID973 id GCA 025144565 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 16

num_genes_... sqrt 0 0 7.6158

num_genome... none 0 0 5

Corynebacterium appendicis homd HMT 033
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2359) KNOWN (72)CAZyme

KNOWN (1774) UNKNOWN (657)COG20 CATEGORY

KNOWN (1774) UNKNOWN (657)COG20 FUNCTION

UNKNOWN (1909) KNOWN (522)COG20 PATHWAY

KNOWN (1340) UNKNOWN (1091)KEGG BRITE

UNKNOWN (2113) KNOWN (318)KEGG Class

UNKNOWN (2113) KNOWN (318)KEGG Module

KNOWN (1344) UNKNOWN (1087)KOfam

KNOWN (1906) UNKNOWN (525)Pfam


