
Corynebacterium aurimucosum clade 450 str 2274 id GCA 007097425 1
Corynebacterium aurimucosum clade 450 str 332 id GCA 009708045 1

Corynebacterium aurimucosum clade 450 str UMB1300 id GCA 002871735 1
Corynebacterium aurimucosum clade 450 str 15 4290 id GCA 007786365 1

Corynebacterium aurimucosum clade 450 str HMSC070E08 id GCA 001808895 1
Corynebacterium aurimucosum clade 450 str HMSC056F09 id GCA 001815785 1
Corynebacterium aurimucosum clade 450 str HMSC072A04 id GCA 001809235 1
Corynebacterium aurimucosum clade 450 str HMSC068G04 id GCA 001814885 1
Corynebacterium aurimucosum clade 450 str HMSC035E02 id GCA 001836065 1

Corynebacterium aurimucosum clade 450 str 945 CAUR id GCA 001059615 1
Corynebacterium aurimucosum clade 450 str HMSC074H12 id GCA 001813755 1
Corynebacterium aurimucosum clade 034 str ATCC 700975 id GCA 000174695 1

Corynebacterium aurimucosum clade 034 str DSM 44827 ATCC 700975 id GCA 000022905 1
Corynebacterium aurimucosum clade 034 str FDAARGOS 1110 id GCA 016728685 1

Corynebacterium aurimucosum clade 034 str DSM 44532 id GCA 024138775 1
Corynebacterium aurimucosum clade 034 str DSM 44532 id GCA 030408555 1

Corynebacterium aurimucosum clade 034 str FDAARGOS 1109 id GCA 016728705 1
Corynebacterium aurimucosum clade 034 str UMB8492 1R id GCA 018919245 1

Corynebacterium aurimucosum clade 034 str 14 2523 id GCA 007786375 1
Corynebacterium aurimucosum clade 034 str HMSC069E04 id GCA 001813175 1
Corynebacterium aurimucosum clade 034 str HMSC05D03 id GCA 001807205 1

Corynebacterium aurimucosum clade 034 str HMSC066C02 id GCA 001814945 1
Corynebacterium aurimucosum clade 034 str HMSC062A03 id GCA 001811145 1
Corynebacterium aurimucosum clade 034 str HMSC072D12 id GCA 001813925 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

Corynebact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 21

num_genes_... sqrt 0 0 14

num_genome... none 0 0 24

Corynebacterium aurimucosum HMT 034 450
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4562) KNOWN (106)CAZyme

KNOWN (2587) UNKNOWN (2081)COG20 CATEGORY

KNOWN (2587) UNKNOWN (2081)COG20 FUNCTION

UNKNOWN (4044) KNOWN (624)COG20 PATHWAY

UNKNOWN (2839) KNOWN (1829)KEGG BRITE

UNKNOWN (4301) KNOWN (367)KEGG Class

UNKNOWN (4301) KNOWN (367)KEGG Module

UNKNOWN (2829) KNOWN (1839)KOfam

KNOWN (2921) UNKNOWN (1747)Pfam


