Corynepbacterium aurimucosum HIVIT 034 450

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium aurimucosum clade 450 str 2274 id GCA 007097425 1 O iy 00000000
Corynebacterium aurimucosum clade 450 str 332 id GCA 009708045 1 I |I ‘ ‘ H ‘” ‘H mHHllll ‘““I"_

Corynebacterium aurimucosum clade 450 str UMB1300 id GCA 002871735 1 I | H H ‘ IHI “ H‘"l”“lm ‘l" ”“IIII_
Corynebacterium aurimucosum clade 450 str 15 4290 id GCA 007786365 1 .H ”H Hl ‘ H H “| ’ I|H|I| ‘I”l I‘llll_
Corynebacterium aurimucosum clade 450 str HMSCO70E08 id GCA 0018088951 | T T U
Corynebacterium aurimucosum clade 450 str HMSC056F09 id GCA 001815785 1 | 010 TN

Corynebacterium aurimucosum clade 450 str HMSC072A04 id GCA 001809235 1 | e Ry Ay
Corynebacterium aurimucosum clade 450 str HMSC068G04 id GCA 001814885 1 | LD T i
Corynebacterium aurimucosum clade 450 str HMSC035E02 id GCA 001836065 1 | L1 1 TUH e

Corynebacterium aurimucosum clade 450 str 945 CAUR id GCA 001059615 1 I | ‘I \ | IH || ‘lHI\l\ “I‘I“"Illl_

Corynebacterium aurimucosum clade 450 str HMSC074H12 id GCA 001813755 1 I ‘ | ‘ |H “| HI I‘ ml" |I|H ||I_
|

Corynebacterium aurimucosum clade 034 str ATCC 700975 id GCA 000174695 1 |
Corynebacterium aurimucosum clade 034 str DSM 44827 ATCC 700975 id GCA 000022905 1 |
Corynebacterium aurimucosum clade 034 str FDAARGOS 1110 id GCA 016728685 1 |
Corynebacterium aurimucosum clade 034 str DSM 44532 id GCA 024138775 1 ‘
Corynebacterium aurimucosum clade 034 str DSM 44532 id GCA 030408555 1
Corynebacterium aurimucosum clade 034 str FDAARGOS 1109 id GCA 016728705 1

1 |
Corynebacterium aurimucosum clade 034 str UMB8492 1R id GCA 018919245 1 I I |H | | H I’ | H\ I‘l\l\””" H ‘l_
Corynebacterium aurimucosum clade 034 str 14 2523 id GCA 007786375 1 I | \ | | ”| |H H || HIHI”HH IH ‘HII_
Corynebacterium aurimucosum clade 034 str HMSC069E04 id GCA 001813175 1 I \H | ‘ \ H |H IH H “l “H \INI”‘ “HN I|_

Corynebacterium aurimucosum clade 034 str HMSC05D03 id GCA 001807205 1 I ‘ I ‘ ‘ ‘ ‘ | ”HH | “ H ‘| “ I|I“|I‘ H‘ |_
Corynebacterium aurimucosum clade 034 str HMSC066C02 id GCA 001814945 1 I ‘HI ‘ ‘| H ”H | |H H“ IH‘I””IH “II_
Corynebacterium aurimucosum clade 034 str HMSC062A03 id GCA 001811145 1 I HM |H| || | ‘H ‘l | ”HIH“" | “I_
Corynebacterium aurimucosum clade 034 str HMSC072D12 id GCA 001813925 1 B0 0 1 TR

€G220 FUNCTION | T ¥
KOfam | i 000 M e
Pfam [[l] PR R T 0T AR 000

CAZyme UNKNOWN (4562) JlJ KNOWN (106)
COG20 CATEGORY B KNOWN (2587) | | UNKNOWN (2081)

COGZO FU NCTION B KNOWN (2587) UNKNOWN (2081)
COGQO PATHWAY UNKNOWN (4044) 8 KNOWN (624)
KEGG BRITE UNKNOWN (2839) l KNOWN (1829)

KEGG Class - ynknown son m known @s7)

KEGG Module UNKNOWN (4301) I KNOWN (367)

KOfam UNKNOWN (2829) [l KNOWN (1839)

Pfam B KNOWN (2921) UNKNOWN (1747)




