CAZyme

Corynebacterium aurimucosum clade 034 homa HIVIT 034

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium aurimucosum clade 034 str ATCC 700975 id GCA 000174695 1
Corynebacterium aurimucosum clade 034 str DSM 44827 ATCC 700975 id GCA 000022905 1
Corynebacterium aurimucosum clade 034 str FDAARGOS 1110 id GCA 016728685 1

Corynebacterium aurimucosum clade 034 str DSM 44532 id GCA 024138775 1
Corynebacterium aurimucosum clade 034 str DSM 44532 id GCA 030408555 1
Corynebacterium aurimucosum clade 034 str FDAARGOS 1109 id GCA 016728705 1 I
Corynebacterium aurimucosum clade 034 str UMB8492 1R id GCA 018919245 1 I\m II\_ ‘Hl” lH| ||\ .Hl
Corynebacterium aurimucosum clade 034 str HMSC05D03 id GCA 001807205 1 ml\ll_ | |\||| | |H| |\|H| I I
Corynebacterium aurimucosum clade 034 str HMSC066C02 id GCA 001814945 1 ‘I|||H||‘II_“‘ “| I\ Im ‘I | I ’ |||
Corynebacterium aurimucosum clade 034 str HMSC062A03 id GcA 001811145 1 ||| || G I 11N |
Corynebacterium aurimucosum clade 034 str HMsC072D12 id GCA 001813925 1 ||| | [ GG | |1 B |
Corynebacterium aurimucosum clade 034 str 14 2523 id GCA 007786375 1 [J{[[| NG Il B
Corynebacterium aurimucosum clade 034 str HMSC069E04 id GCA 001813175 1 || Il B
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UNKNOWN (3540) [l KNOWN (98)

COGQO CATEGORY B KNOWN (2258) UNKNOWN (1380)
COGZO FU NCTION B KNOWN (2258) UNKNOWN (1380)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

UNKNOWN (3043) [l KNOWN (595)

UNKNOWN (1980) [l KNOWN (1658)

UNKNOWN (3282) i} KNOWN (356)

UNKNOWN (3282) [l KNOWN (356)

UNKNOWN (1973) il KNOWN (1665)

Pfam B KNOWN (2522) | | UNKNOWN (1116)




