Corynebacterium aurimucosum clade 400 homa HIVIT 450

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Corynebacterium aurimucosum clade 450 str 2274 id GCA 007097425 1 HI|IHI|H\||‘|IH H|H| | ||| |||H .
Corynebacterium aurimucosum clade 450 str UMB1300 id GCA 002871735 1 “\Il”l"’“ ||||H“ ‘ | Vm
Corynebacterium aurimucosum clade 450 str 15 4290 id GCA 007786365 1 I\Ill”"””l\“ m”“ I HHI -_
Corynebacterium aurimucosum clade 450 str HMSCO35E02 id GCA 001836065 1 ‘IHIHIMIIHH I"” |H ’ \I\ I I_
Corynebacterium aurimucosum clade 450 str 945 CAUR id GCA 001059615 1 ||I|m|m" I“l I ‘"" I
Corynebacterium aurimucosum clade 450 str HMSC074H12 id GCA 001813755 1 [l IIII} |
Corynebacterium aurimucosum clade 450 str HM5C070E08 id GCA 001808895 1 [[IlII || Ill!|
Corynebacterium aurimucosum clade 450 str HM5C068G04 id GCA 001814885 1 [[lllll 11l Bl |
Corynebacterium aurimucosum clade 450 str 332 id GCA 009708045 1 HIH ““I ‘ ||| | II

Corynebacterium aurimucosum clade 450 str HMSC056F09 id GCA 001815785 1 [IILI N 111 [I] W
Corynebacterium aurimucosum clade 450 str HMSC072A04 id GCA 001809235 1 \|||II‘"‘IIH |\|I ||\| I\ \I I
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CAZyme UNKNOWN (3685) [l KNOWN (77)
COG20 CATEGORY B KNOWN (2317) © | UNKNOWN (1445)

COGZO FU NCTION B KNOWN (2317) UNKNOWN (1445)
COGZO PATHWAY UNKNOWN (3164) l KNOWN (598)
KEGG BRITE UNKNOWN (2068) [l KNOWN (1694)

KEGG Class  ynknown @aos) B KNOWN (357)

KEGG Module  jnknown @40s) B KNOWN (357)

KOfam UNKNOWN (2058) il KNOWN (1704)

Pfam g «nvown es70)  unknown (t192)




